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V IVVVFHEFGHFYFFAKKRSGI LVREFAIGMGPKLI FYAHTDGKEDGTLVYTVIRLI LPLGGYVRMAGWGDEDKTTE IKT
NTDB id 1128118 FGL17 RS01650 WP 003083153.1 MLGLLTFIIIFGIIVVVHEFGHFYFAKKSGILVREFAIGMGPKLFYHTDKEGTLYTVRLLPLGGYVRMAGWGDDKTEIKT 80
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
consensus !****!!**!!**!!!*!!!!!!*!!!*!!!!!!!!!!!!!!!*!*!!*!*!!*!!*!*!!!!!!!!!!!!!*!*!!!!!
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NTDB id 1128118 FGL17 RS01650 WP 003083153.1 GTPASLTLDSSGQVIRINLSQTKLDPTSLPMNVTGYDLEKELTITGLVIDETKTYSVHHDATIVEEDGTEIRIAPLDVQY 160
NTDB id 323 STU RS10650 WP 011225396.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY 160
NTDB id 291 STER RS01205 WP 011680685.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY 160
consensus !*!!!!!!***!*!*!!!!!****!*!*!!!!!!*!!!!**!!!!!!!**!!!!!*!*!!!!!!!!!!!!*!!!!*!!!!

logo QNASVIWGRL ITNFAGPMNNF I LG I
VLVF I LI LAFVQGGSVYQDYTSSTNHL IRQVAKNDGGPAAAQQVASGI

LKNTNGDQAI LVKAVIGNSKYDQKVSTNDWQDDSLTKTE
NTDB id 1128118 FGL17 RS01650 WP 003083153.1 QNASVWGRLITNFAGPMNNFILGILVFILLAFVQGGSYDYSSNHIRVAKDGPAAQAGIKNNDQILKVGSYQVSNWQDLTT 240
NTDB id 323 STU RS10650 WP 011225396.1 QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE 240
NTDB id 291 STER RS01205 WP 011680685.1 QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE 240
consensus !!!!*!!!!!!!!!!!!!!!!!!*!!!!*!!!!!!!**!*!*!*!*!!**!*!***!*!**!*!*******!**!**!**
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A I IL IAATLKNGL I LTSN
NTDB id 1128118 FGL17 RS01650 WP 003083153.1 AIHKTTEDIKKGQSIPVTVK.SKGAEKVINVKPKKIKNTYVIGTRVGLKTSLKDKIVGGFQMALRGATIIIIALKNLILS 319
NTDB id 323 STU RS10650 WP 011225396.1 ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN 320
NTDB id 291 STER RS01205 WP 011680685.1 ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN 320
consensus !****!****!!*!**!!!!*!*!*!**!*!!!******!**!****!!!*!!!!!*!!!!!!**!!!*!***!!*!!**

logo FSLDNKLGGPVAMYFQMSNAEQAASQENSGLEI SVI LSDLMGMLS INLGI FNL IP IPALDGGKI LVMNI I EA IRRKPLKNQETI ETSYITI
LAGV

NTDB id 1128118 FGL17 RS01650 WP 003083153.1 FSLDKLGGPVAMYQMSNEAAQNGLESVLSLMGMLSINLGIFNLIPIPALDGGKILMNIIEAIRRKPLKQETETYITIAGV 399
NTDB id 323 STU RS10650 WP 011225396.1 FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV 400
NTDB id 291 STER RS01205 WP 011680685.1 FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV 400
consensus !!!*!!!!!!!!*!!!**!***!!*!*!*!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!*!!*!*!!!*!!!

logo AVML
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NTDB id 1128118 FGL17 RS01650 WP 003083153.1 AVMLVLMIAVTWNDIMRAFF 419
NTDB id 323 STU RS10650 WP 011225396.1 AVMVVLMIAVTWNDIMRAFF 420
NTDB id 291 STER RS01205 WP 011680685.1 AVMVVLMIAVTWNDIMRAFF 420
consensus !!!*!!!!!!!!!!!!!!!!
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