logo

NTDB id 112809 A6L45 RS09440 WP 002221708.

NTDB id 1096 KZH42 RS00175 WP 002225691.1
consensus

logo

NTDB id 112809 A6L45 RS09440 WP 002221708.

NTDB id 1096 KZH42 RS00175 WP 002225691.1
consensus

logo

NTDB id 112809 A6L45 RS09440 WP 002221708.

NTDB id 1096 KZH42 RS00175 WP 002225691.1
consensus

logo

NTDB id 112809 A6L45 RS09440 WP 002221708.

NTDB id 1096 KZH42 RS00175 WP 002225691.1
consensus

logo

NTDB id 112809 A6L45 RS09440 WP 002221708.

NTDB id 1096 KZH42 RS00175 WP 002225691.1
consensus

logo

NTDB id 112809 A6L45 RS09440 WP 002221708.

NTDB id 1096 KZH42 RS00175 WP 002225691.1
consensus

logo

NTDB id 112809 A6L45 RS09440 WP 002221708.

NTDB id 1096 KZH42 RS00175 WP 002225691.1
consensus

AL S I e AR AL TE A

MSIVLHGVAAGKGIAVGCAHLIARGTEEVPQYDVAEADTDAEAERFDAAVKATRKELEQLRSAIPENAPTELGAFISLHL

MSIVLHGVAAGKGIAVGCAHLIARGTEEVPQYDVAEADTDAEAERFDAAVKATRKELEQLRSAIPENAPTELGAFISLHL
N

TSR DA KA CRLAARD LGNRRIL L ELE LR

MLLTDVTLSREPVDILREQKINAEWALKQQSDKLAAQFDNMDDAYLRERKQDMLQVVRRIHNNLIGQGNELEVADNLFDE

MLLTDVTLSREPVDILREQKINAEWALKQQSDKLAAQFDNMDDAYLRERKQDMLQVVRRIHNNLIGQGNELEVADNLFDE
PELL e rrrrrrrrrrrrrrrnt

LD AR T TA R SV L T VD L

TVLIANDLSPADTVLFKEQRIAAFVTDAGGPTGHTAILGRSLDIPSVVGLHNARKLITEGETVIVDGINGVLIIAPDESY|

TVLIANDLSPADTVLFKEQRIAAFVTDAGGPTGHTAILGRSLDIPSVVGLHNARKLITEGETVIVDGINGVLIIAPDESYV|
PELL e rrrrrrrrrrrrrrrrnt

CREAEIHALHUA AL VR LA R S

NEYRRRAREYRSHKRDLNKLKKTAAATADGVCIELVGNIESAEDVKPLHNLGADGIGLFRSEFLYLNRDTMPSEDEQYE

NEYRRRAREYRSHKRDLNKLKKTAAATADGVCIELVGNIESAEDVKPLHNLGADGIGLFRSEFLYLNRDTMPSEDEQYE
Pttt rrrr e rrrr et rrrnnd

WAL CRTIVLTRERF AT TR L A LR

VYINAIVKKMKGKSVTIRTVDLGVDKNPRWEGKNSTPNGSLNPALGMTGIRLCLAEPVMFRTOQMRAILRAAVHGPVRMMWP
VYRJATVKKMKGKSVTIRTVDLGVDKNPRWFGKNSTPNGSLNPALGMTGIRLCLAEPVMFRTQMRAILRAAVHGPVRMMWP
P b e e rrrrrrrrrrrnt

TR LDTRLAER A 1SS 1T DR

MITSVSEVRQCLIHLDTAQRQLAERGDAFGKVGIGCMIEIPSAALTVGSILKLVDFISVGTNDLIQYILSVDRGDDSVSH
MITSVSEVRQCLIHLDTAQRQLAERGDAFGKVGIGCMIEIPSAALTVGSILKLVDFISVGTNDLIQYILSVDRGDDSVSH

L T T e e T Y O A |

V

LR LA DO ATAFLS A LW sy

LYQPGHPAVLKMLQHVIRTANRMDKDVSVCGEMAGDTAFTR LLGMGLRRFSMNPNNILPVKNIILHSN QLER IREK
LYQPGHPAVLKMLQHVIRTANRMDKDVSVCGEMAGDTAFTR LLGMGLRRFSMNPNNILPVKNIILHSN QLEN IWK
*1 1k

80

160
160

240
240

320
320

400
400

480
480

560
560



NN e

NTDB id 112809 A6L45 RS09440 WP 002221708.1 RCEDEEKEEKLIKQMNSVSVEEEADFKGRK 591
NTDB id 1096 KZH42 RS00175 WP 002225691.1 RCEDEEKNJEKLIKQOMNSVSVEEEADFKGRK 591
consensus «brrrrrrorrrrrrrrrrrrrrrrrrrrnd

X non conserved
B similar
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