logo

NTDB id 1128023 FGL20 RS00725 WP 003084266.1
NTDB id 392 SMU RS09000 WP 002263442.1

NTDB id 401 FSA28 RS09370 WP 002291646.1
consensus

logo

NTDB id 1128023 FGL20 RS00725 WP 003084266.1
NTDB id 392 SMU RS09000 WP 002263442.1

NTDB id 401 FSA28 RS09370 WP 002291646.1
consensus

logo

NTDB id 1128023 FGL20 RS00725 WP 003084266.1
NTDB id 392 SMU RS09000 WP 002263442.1

NTDB id 401 FSA28 RS09370 WP 002291646.1
consensus

logo

NTDB id 1128023 FGL20 RS00725 WP 003084266.1
NTDB id 392 SMU RS09000 WP 002263442.1

NTDB id 401 FSA28 RS09370 WP 002291646.1
consensus

bl S SR A G

M FEKIEJQAYSAL L NEQIR Ep TH YDALIEQNAMYLGA GAS [N IRUNN{EDLMALNLSKEEWRR FQF FIKA{€Q
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS

T s

ISLQ NHQFTPDSI FI L L ENLESINSILD IEIGSGTGNLA T NNSJBKIGIDY G E DDLLIDLSASIA V 4SS
QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDY GIEVDDLLIDLSASIADVLDSS
QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDY GIEVDDLLIDLSASTIADVLDSS

(EECEDAR QU AESDL DUV Pk o ATV EQS&KY%@ H !RMSEQ

JYNF QEDAVRPQ LKESDIIISDLPVG YPNDIRTIABRYQVA INSGHTYAHHLLMEQSLKYLKRRGIJAIFLAPE LLNSEQ
VHFVQEDAVRPQILKESDIIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ
VHFVQEDAVRPQILKESD IISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ

e s e sl e st 5P 0 el Al KEDIF

SIJLLKKWLIY " by 33V IF[e [0 NEYKSIpVL[K Q¢E FVYPLTDLQFP py [NRFMRAFKKWK DNVEFR
SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF.

SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF

X non conserved
B similar
>50% conserved

160
160
160

240
240
240

318
317
317



