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LEMVPGGAEYDIRKSVLVLTVDNHNKEDKEAKGSYENFVATVGSLVQSKRATFPAIHQLVLVYAWLTDP
NTDB id 1127957 FGL23 RS03180 WP 061603736.1 MKKISVYKWPIIIFSSLILLVVSLTVPLPYYIEVPGGAEDIRKVLLVDNKEDKEAGSYEFVTVGVQRATFAHLVYAWLTD 80
NTDB id 360 SMU RS02495 WP 002262039.1 MKTNKKFKWWLISGISLILLLMVFFFPLPYYLEMPGGAYDIRSVVTVNHKEDKEKGSYNFVAVSLSKATPIQVLYAWLTP 80
consensus !! *!!**! !!!!!** !!!!!*!*!!!! !!! !* ! *!!!!! !!! !! ! * *!!* ***!!!!!*

logo FTDE ITYSAEKEMTTGGSVSDAQDEFYI
MR INQFYMETSQNGMAI

KYKQAGLKSLTAGHKDKAI SFMKNYLMGVYVLQVASKRDNSTFKGI
VLNIADTVTGVNDK

NTDB id 1127957 FGL23 RS03180 WP 061603736.1 FTDIYSAEEMTGGSSDQEFIRINQFYMETSQNMAKYQGLKTAGKDISMKYLGVYVLQVAKDSTFKGILNIADTVTGVNDK 160
NTDB id 360 SMU RS02495 WP 002262039.1 FTEITSAKETTGGVSDADYMRINQFYMETSQNGAIYKALSLAHKKASFNYMGVYVLQVSRNSTFKGVLNIADTVTGVNDK 160
consensus !!*! !! ! !!! !! ***!!!!!!!!!!!! ! ! *! !*! ! !*!!!!!!! * !!!!!*!!!!!!!!!!!!!

logo TFDHSSEKEL IVKYVNSGSLQKLGDSKVKSVQTYQTESDEGNKQEKKSTAKTGKI
V IKLESNGKNGIG IGSL IVDHRTEKVTSDNDIKP I EFSTTENGIGGPSAGLMF

NTDB id 1127957 FGL23 RS03180 WP 061603736.1 TFDSSEELVKYVNSQKLGDKVKVTYQEDGQEKSATGKIIKLENGKNGIGISLIDRTEVTSNIPIEFTTEGIGGPSAGLMF 240
NTDB id 360 SMU RS02495 WP 002262039.1 TFHSSKELIKYVSGLKLGSKVSVQYTSENKKKTAKGKVIKLSNGKNGIGIGLVDHTKVTSDDKIEFSTNGIGGPSAGLMF 240
consensus !!*!! !!*!!! !!! !! ! ! * !*! !!*!!! !!!!!!!! !*!*! !!! *!!!*! !!!!!!!!!!!
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NTDB id 1127957 FGL23 RS03180 WP 061603736.1 SLSIYTQLADPTLRDGRVIAGTGSINRDGEVGDIGGIDKKVVSAAKSGASIFFAPNNPVTKEMKKIDPKAKTNYETAVEA 320
NTDB id 360 SMU RS02495 WP 002262039.1 TLDIYDQLVKEDLRKGRIIAGTGTIGEDGSVGDIGGADMKVAAADRINADIFFVPNNPVSKATLKKNPKALTNYQEAKQA 320
consensus *! !! !! * !! !!*!!!!!*! !! !!!!!! ! !! ! * ! !!! !!!!!*! ! !!! !!! ! !
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L
G
KTDKMKIVPVKNTLVQDEAIDYLKRKNHNK

NTDB id 1127957 FGL23 RS03180 WP 061603736.1 AKKIKTDMKIVPVKTLQDAIDYLKNNK 347
NTDB id 360 SMU RS02495 WP 002262039.1 AKKLGTKMKIVPVKNVQEAIDYLRKH. 346
consensus !!!* ! !!!!!!! *!*!!!!!* **
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