logo

NTDB id 1127835 FGL21 RS00885 WP 003060701.1
NTDB id 401 FSA28 RS09370 WP 002291646.1
NTDB id 392 SMU RS09000 WP 002263442.1
consensus

logo

NTDB id 1127835 FGL21 RS00885 WP 003060701.1
NTDB id 401 FSA28 RS09370 WP 002291646.1
NTDB id 392 SMU RS09000 WP 002263442.1
consensus

logo

NTDB id 1127835 FGL21 RS00885 WP 003060701.1
NTDB id 401 FSA28 RS09370 WP 002291646.1
NTDB id 392 SMU RS09000 WP 002263442.1
consensus

logo

NTDB id 1127835 FGL21 RS00885 WP 003060701.1
NTDB id 401 FSA28 RS09370 WP 002291646.1
NTDB id 392 SMU RS09000 WP 002263442.1
consensus

e AL T A RO SE SEF  T

M FEKIEAY LLL NSQI¥ ENpJL TH YDA EQN JJYLGAEGARIYN K\ NERUKL EALBIL KEEWRR QFIFIKARNQ
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS

ST ST L

NN SKJg§ DY GIE DDLLIDLSASIA V DSS
QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDY GIEVDDLLIDLSASIADVLDSS
QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDY GIEVDDLLIDLSASTIADVLDSS

MMWMMMWMVWMM%%&WWH%WWHMMMW&

J\ F QEDAVRPQ LKESDV ISDLPVG YPNDINTIAISRYISVA BIRAHTYAHHLLMEQSLKYLKK GIJAIFLAPV LLTSEQ
VHFVQEDAVRPQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ
VHFVQEDAVRPQILKESD IISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ
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X non conserved
B similar
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