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NTDB id 425 SGO RS10525 WP 012131081.1 ..MKNSSNFFKKTLQVFIVLLVGFIGGVAGTWGFSYFSTPHSATNNNQKTATTVTTSYKNSNSTTEAVDKVKDAVVSVIT 78
NTDB id 539 SM12261 RS09395 WP 000681587.1 ..MKHLKTFYKKGFQLLVVIVISFFSGALGSFSINQLTQKSTEST.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVIT 77
NTDB id 256 KZH43 RS10270 WP 000681597.1 ..MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVIT 77
NTDB id 215 SPD RS10945 WP 000681597.1 ..MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVIT 77
NTDB id 181 SPR RS10425 WP 000681597.1 ..MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVIT 77
NTDB id 145 SP RS11450 WP 000681597.1 ..MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVIT 77
NTDB id 1127826 FGL18 RS10645 WP 138126917.1 ......MPSMKHILKSLGILLIGFLGGLLAIFTFNATQQSSSTSHT..GSATTSEMVFNNTTDTTKAVKVVQNAVVSVIN 72
NTDB id 381 SMU RS09890 WP 002262650.1 MNNTKSHPFLKWFI.PFLVIFLTFILGVISTLTFNWITGNKSFSNN..GKTTVSNVIYDTKSNTTKAVKNVKNTVVSVIN 77
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NTDB id 425 SGO RS10525 WP 012131081.1 YSESNSDAIF.......DNNN...SGNENDQVASEGSGVIYRKDKDYAYLVTNTHVINGAKKVDIRLADGNKVPGEIVGT 148
NTDB id 539 SM12261 RS09395 WP 000681587.1 YSANRQNSVF.......GNDD...TDTDSQQISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGA 147
NTDB id 256 KZH43 RS10270 WP 000681597.1 YSANRQNSVF.......GNDD...TDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGA 147
NTDB id 215 SPD RS10945 WP 000681597.1 YSANRQNSVF.......GNDD...TDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGA 147
NTDB id 181 SPR RS10425 WP 000681597.1 YSANRQNSVF.......GNDD...TDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGA 147
NTDB id 145 SP RS11450 WP 000681597.1 YSANRQNSVF.......GNDD...TDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGA 147
NTDB id 1127826 FGL18 RS10645 WP 138126917.1 YQADPSSSISNPYTKLFGEDQTRENKDTELSIFREGSGVIYRKNGDSAYVITNNHVIDGAKRIEILMADGTKVIGELVGA 152
NTDB id 381 SMU RS09890 WP 002262650.1 YQKTDNS.....YYNYDSGSQEKNKSEDGLGVYGEGSGVIYKKDGDSAYLVTNNHVVKDAEKLEIMMANGKKVVGKLVGS 152
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NTDB id 425 SGO RS10525 WP 012131081.1 DTYSDISVVRIPADKVKNVAEFGDSSKLTVGETAIAIGSPLGSDYANTVTQGIVSSLSRNVSSRSEDGQTIATQAIQTDA 228
NTDB id 539 SM12261 RS09395 WP 000681587.1 DTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDT 227
NTDB id 256 KZH43 RS10270 WP 000681597.1 DTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDT 227
NTDB id 215 SPD RS10945 WP 000681597.1 DTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDT 227
NTDB id 181 SPR RS10425 WP 000681597.1 DTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDT 227
NTDB id 145 SP RS11450 WP 000681597.1 DTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDT 227
NTDB id 1127826 FGL18 RS10645 WP 138126917.1 DTYSDLAVVKVASDKIETVAKFADSTKLNVGEVAIAIGSPLGTQYANSVTEGIVSSLSRTVTLKNEDGDTVSTNAIQTDA 232
NTDB id 381 SMU RS09890 WP 002262650.1 DTYSDLAVIKISSKYVTTVAEFANSDKIKVGEPAIAIGSPLGSDYANSVTEGIVSSLSRTVTSQNENGETISTNAIQTDA 232
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logo AINPGNSGGAPLVINI EKQGQVIG INTSSKI SANSTSTPNANSGDNNSGNRSGGVTAS IVEGI
M
LGFAIPSASNDVAVIKSNI IKNEQLEEKYNGEKVVITRPALGIHSQMAVNLNSDESNAILV

NTDB id 425 SGO RS10525 WP 012131081.1 AINPGNSGGPLVNIQGQVIGITSSKIANTNNG....STSVEGMGFAIPSNDVVNIIEQLEKNGKVIRPALGIQMVNLSSL 304
NTDB id 539 SM12261 RS09395 WP 000681587.1 AINPGNSGGPLINIQGQVIGITSSKIAT..NG....GTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNI 301
NTDB id 256 KZH43 RS10270 WP 000681597.1 AINPGNSGGPLINIQGQVIGITSSKIAT..NG....GTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNV 301
NTDB id 215 SPD RS10945 WP 000681597.1 AINPGNSGGPLINIQGQVIGITSSKIAT..NG....GTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNV 301
NTDB id 181 SPR RS10425 WP 000681597.1 AINPGNSGGPLINIQGQVIGITSSKIAT..NG....GTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNV 301
NTDB id 145 SP RS11450 WP 000681597.1 AINPGNSGGPLINIQGQVIGITSSKIAT..NG....GTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNV 301
NTDB id 1127826 FGL18 RS10645 WP 138126917.1 AINPGNSGGPLINIEGQVIGINSSKISSTPAGDNGNRGSIEGIGFAIPSSDVVKIIKQLEKYGEVIRPALGIHMVNLNDL 312
NTDB id 381 SMU RS09890 WP 002262650.1 AINPGNSGGALINIKGQVIGINSSKIASSNNSNS..GVAVEGMGFAIPSNDVVSIINQLEENGEVVRPALGISMANLSEA 310
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NTDB id 425 SGO RS10525 WP 012131081.1 SSSSSDRLKLPDNVKNGVVVRSTQTGMPADGKLEKYDVITKIDDTEISSASDIQSALYKHSINEEIKVTYYRDGKEQTTT 384
NTDB id 539 SM12261 RS09395 WP 000681587.1 NTSDIRRLNIPSNVTSGVVVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTS 381
NTDB id 256 KZH43 RS10270 WP 000681597.1 STSDIRRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTS 381
NTDB id 215 SPD RS10945 WP 000681597.1 STSDIRRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTS 381
NTDB id 181 SPR RS10425 WP 000681597.1 STSDIRRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTS 381
NTDB id 145 SP RS11450 WP 000681597.1 STSDIRRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTS 381
NTDB id 1127826 FGL18 RS10645 WP 138126917.1 STNALYEINIPTGVTGGIVVASVQDGMPASGKLAQYDVITEIDGKAVNSISDLQSNLYGHDINDTIKVTFYRGTTKKKAD 392
NTDB id 381 SMU RS09890 WP 002262650.1 STSGRDTLKIPSDVTSGIVVLSTQSGMPADGKLKKYDVITEIDGKKVASISDLQSILYKHKKGDKIKLTFYREKDKQTVE 390
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logo IQTKLDTNKTSTSDQGDLNSTEHKSEKQ
NTDB id 425 SGO RS10525 WP 012131081.1 IKLTKSTDDLSSE. 397
NTDB id 539 SM12261 RS09395 WP 000681587.1 IKLDKSSGDLES.. 393
NTDB id 256 KZH43 RS10270 WP 000681597.1 IKLNKSSGDLES.. 393
NTDB id 215 SPD RS10945 WP 000681597.1 IKLNKSSGDLES.. 393
NTDB id 181 SPR RS10425 WP 000681597.1 IKLNKSSGDLES.. 393
NTDB id 145 SP RS11450 WP 000681597.1 IKLNKSSGDLES.. 393
NTDB id 1127826 FGL18 RS10645 WP 138126917.1 ITLTKTTQDLTKKQ 406
NTDB id 381 SMU RS09890 WP 002262650.1 IQLTKTSQDLNH.. 402
consensus !*! !***!!**

X non conserved

X similar

X ≥ 50% conserved


