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J\ F QEDAVRPQ LKESDV ISDLPVG YPNDINTIAISRYISVA BIRAHTYAHHLLMEQSLKYLKK GIJAIFLAPV LLTSEQ
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VHFVQEDAVRPQILKESD IISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ
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X non conserved
B similar
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