logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
499
527
408
1127
453
625
115
1313
1245
1211
1214
1334
1389
1130
1124
1123
1427
1165
1142
1022
1074
1205

consensus

KK UKrﬁKiEEiiKKFQEEQEKALQéAt%g.

KW2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1

SPR RS08825 WP 001085462.1

SP RS09750 WP 001085462.1
SM12261 RS08315 WP 078228268.1
SMSK321 RS11065 WP 001085454.1
SMU RS09530 WP 002262392.1

598 FGLO6 RS08840 WP 004233517.1
Spy49 1753c ACI62003.1

LCA RS02525 WP 011374196.1
BSU 16940 NP 389576.2

DR RS12030 WP 010888966.1
Cj1673c YP 002345041.1

C694 RS00795 WP 000963128.1
NCTC11637 00359 SQJ03206.1
RAOC RS04870 WP 004918236.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1
PSJM300 05545 AFN77183.1

NNIT D OTHDHDHD =

nmnnnnnnnnnnikln RBNE]N 0 0NN n NN

k11 skoskok

ﬁK@F KNginLDEE égggYﬁiisT

* 1 1%

RN

Y




VR PESSCRTTe ok CF DAEE el o L EORLE oy )

il A AT AL AT o et SVWDEL LY Lzt LE [ AL YBY AV
NTDB id 600 KW2 RS01765 WP 011675413.1 I EIYGPESSGKTT l 154
NTDB id 269 KZH43 RS08665 WP 001085462.1 I EIYGPESSGKTT ARFAQKIAGGINNAF IDAEHALDPINY ARWALGVN SQPD GEQ 153
NTDB id 228 SPD RS09265 WP 001085462.1 I EIYGPESSGKTT ARINQKIAGGIWNAF IDAEHALDPEAY ALWALGVN SQPD GEQ 153
NTDB id 194 SPR RS08825 WP 001085462.1 I EIYGPESSGKTT ARFNQKIAGGIWNAF IDAEHALDPENY ALWALGVN SQPD GEQ 153
NTDB id 159 SP RS09750 WP 001085462.1 I EIYGPESSGKTT ARINQKIAGGINNAF IDAEHALDPINY ALWALGVN SQPD GEQ 153
NTDB id 499 SM12261 RS08315 WP 078228268.1 I EIYGPESSGKTT ARFNQKIAGGIWNAF IDAEHALDPEAY ARWALGVN SQPD GEQ 153
NTDB id 527 SMSK321 RS11065 WP 001085454.1 I EIYGPESSGKTT ARFAQKIAGGINNAF IDAEHALDPINY ARWALGVN SQPD GEQ 153
NTDB id 408 SMU RS09530 WP 002262392.1 I EIYGPESSGKTT ARFNQKBIGGINNAF IDAEHALDPEAY ARWALGVN SQPD GEQ 153
NTDB id 1127598 FGLO6 RS08840 WP 004233517.1 IERRREeIZNFICI NS ARFNQKIAGGIWNAF IDAEHALDPENY ARWALGVN SQPD GEQ 153
NTDB id 453 Spy49 1753c ACI62003.1 I EIYGPESSGKTT ANFAQKINGGINNAF IDAEHALDPEYY ALWAL GVN QPD GEQ 153
NTDB id 625 LCA RS02525 WP 011374196.1 I EIYGPESSGKTT AIMQK[R]G GEA IDAEA DPISY ANNLGVN SQPD GEQ 140
NTDB id 115 BSU 16940 NP 389576.2 I E YGPESSGKTT AIRUQINGGAFNAF IDAEHALDPWYAMNLGVN ELL SQPD GEQ 138
NTDB id 1313 DR RS12030 WP 010888966.1 IEIYGPESGKTT ARFNQKINGGIRMAF IDAEHALDP\YYAR¥NLGVNINDELL SQPDNGEQ 152
NTDB id 1245 Cj16730 YP 002345041.1 I EIYGPESSGKTT AINMOKI\GGUAGAF IDAEHALDVALY AL G VNEND L SQPDRIGEQ 139
NTDB id 1211 C694 RS00795 WP 000963128.1 I EIYGPESSGKTT AINMOKNGGUAMAF IDAEHALDAIY ANSYI.GV ¥ NLL SQPD GEQ 141
NTDB id 1214 NCTC11637 00359 SQJ03206.1 I EIYGPESSGKTT AINEOKINGGYAMAF IDAEHALDYR:Y AL GV iy LL SQPD GEQ 141
NTDB id 1334 RAOC RS04870 WP 004918236.1 I EIYGPESSGKTT AQKGGAFIDAEHADYALG N EL SQPDIIGEQ 148
NTDB id 1389 A4U84 RS07560 WP 021112712.1 I EIYGPESSGKTT AQKAFIDAEHALDPYALGVNDELL SQPDIIGEQ 156
NTDB id 1130 NGFG RS03960 WP 003688695.1 I EI GPESSGKTT VIMAF DAEHAIRDPUMYARMMLGVIY ELM SQPD GEQ 140
NTDB id 1124 NGFG RS03960 WP 003688695.1 I EI GPESSGKTT VIGAF DAEHAIFDPYYARRNLGVIY ELNM SQPD GEQ 140
NTDB id 1123 0K783 RS03845 WP 003688695.1 I EI GPESSGKTT VAMAF DAEHARDPWYAIRNLGVIY ELM SQPD GEQ 140
NTDB id 1427 RS RS02760 WP 011000510.1 EIYGPESSGKTT INGAFTDAEHALDUMYY AIDIYL GVIY ﬁ LL SQPD GEQ 148
NTDB id 1165 A1552VC RS01565 WP 000344154.1 I EI GPESSGKTT SQPD GEQ 139
NTDB id 1142 GTF74 RS11550 WP 000344154.1 I EI GPESSGKTT SQPD GEQ 139
NTDB id 1022 ACIAD RS06390 WP 004925639.1 I EIYGPESSGKTT INGAFIDAEHALDP[R]Y ARASLGV DNJLL SQPDBIGEQ 139
NTDB id 1074 ABD1 RS10195 WP 000344167.1 I EIYGPESSGKTT INGAFTDAEHALDPNYARRSLGV DNILL SQPDIIGEQ 139
NTDB id 1205 PSJM300 05545 AFN77183.1 I EIYGPESSGKTT SQPD GEQ 139
consensus * % | [ A B B B | * [N B B B B | [ Plhskokskokok Dok DL L DD Pk bkl % * 1k (IS



. AL

50, v Lk Sl ALY FOC T

NTDB id 600 KWw2 RS01765 WP 011675413.1 G WGDSEJVGLQAR 233
NTDB id 269 KZH43 RS08665 WP 001085462.1 GDHGDSHVGLQAR 232
NTDB id 228 SPD RS09265 WP 001085462.1 GDIGDSHVGLQAR 232
NTDB id 194 SPR RS08825 WP 001085462.1 GDHGDSHVGLQAR 232
NTDB id 159 SP RS09750 WP 001085462.1 GDEGDSHVGLQAR 232
NTDB id 499 SM12261 RS08315 WP 078228268.1 VVVDSVAALVP GDHGDSHVGLQAR 232
NTDB id 527 SMSK321 RS11065 WP 001085454.1 VVVDSVAALVP GDHGDSHVGLQAR 232
NTDB id 408 SMU RS09530 WP 002262392.1 VVVDSVAALVP GDIGDSHVGLQAR 232
NTDB id 1127598 FGLO6 RS08840 WP 004233517.1 JAAMFANVIRAZ GDMGDJHVGLQAR 232
NTDB id 453 Spy49 1753c ACI62003.1 VVVDSVAALVP GDIGDSHVGLQAR 232
NTDB id 625 LCA RS02525 WP 011374196.1 VVDSVAALVP G MGD HVGLQAR 219
NTDB id 115 BSU 16940 NP 389576.2 GDMGDSHVGLQAR 217
NTDB id 1313 DR RS12030 WP 010888966.1 GDMGDSIBJGLQAR 231
NTDB id 1245 Cj1673c YP 002345041.1 VVDSVAALP GDMGDNHVGLQAR 219
NTDB id 1211 C694 RS00795 WP 000963128.1 VVVDSVAALWP GDMGD[NHVGLQAR 221
NTDB id 1214 NCTC11637 00359 SQJ03206.1 VVVDSVAALNP GDMGDNHVGLQAR 221
NTDB id 1334 RAOC RS04870 WP 004918236.1 VVVDSVAALP GDMGDS  GL[IAR 227
NTDB id 1389 A4U84 RS07560 WP 021112712.1 VDSVAALYP GDMGDSH GLQAR 235
NTDB id 1130 NGFG RS03960 WP 003688695.1 VVVDSVAALVP GDMGDSHVGLQAR 219
NTDB id 1124 NGFG RS03960 WP 003688695.1 VVVDSVAALVP GDMGDSHVGLQAR 219
NTDB id 1123 0K783 RS03845 WP 003688695.1 VVVDSVAALVP GDMGDSHVGLQAR 219
NTDB id 1427 RS RS02760 WP 011000510.1 V DSVAALVP G MGD [WJGLQAR 227
NTDB id 1165 A1552VC RS01565 WP 000344154.1 VVDSVAALP G MGDSH GLQAR 218
NTDB id 1142 GTF74 RS11550 WP 000344154.1 VVDSVAALP G MGDSH GLQAR 218
NTDB id 1022 ACIAD RS06390 WP 004925639.1 VVDSVAALP G MGDSH GLQAR 218
NTDB id 1074 ABD1 RS10195 WP 000344167.1 VVDSVAALP G MGDSH GLQAR 218
NTDB id 1205 PSJM300 05545 AFN77183.1 VDSVAALVP G MGD HVGLQAR 218
]

consensus

R0 Lk kD Dk ! Lkx ekl |



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
499
527
408

1127598 FGLO6 RS08840 WP 004233517.1

453

625

115

1313
1245
1211
1214
1334
1389
1130
1124
1123
1427
1165
1142
1022
1074
1205

consensus

Kw2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1

SPR RS08825 WP 001085462.1

SP RS09750 WP 001085462.1
SM12261 RS08315 WP 078228268.1
SMSK321 RS11065 WP 001085454.1
SMU RS09530 WP 002262392.1

Spy49 1753c ACI62003.1

LCA RS02525 WP 011374196.1
BSU 16940 NP 389576.2

DR RS12030 WP 010888966.1
Cj1673c YP 002345041.1

C694 RS00795 WP 000963128.1
NCTC11637 00359 SQJ03206.1
RAOC RS04870 WP 004918236.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1
PSJM300 05545 AFN77183.1

MR - g TR Pl

RGSTKIEEGS.
IMGNTQIKGTG.
IMGNTQIKGTG.
IMGNTQIKGTG.
IMGNTQIKGTG.
IMGSTQIKGTG.
IMGSTQIKGTG.
IMGNTQIKGTG.
IMGNTQIKGTG.
IMGTTQIKGTG.

= li=c = li=c-v = ]i=vli-ci-c == )= k= ¥-c J-c - - Jf~~]

* 11

*k | %

<< <<HHHHHHCS

DQK

.KDG
.KKG
.KKG
.KKG
.KKG
.KEG
.KEG
.KEG
.KEG
.KEG

GDNKTQ

SLSDTGKIKDKSGEV
CGV..
TGS....
TGS. ...
TGS. ...
IGS. ...
TGA. ...
TGA. ...
IGQ. ...

EI
EV
EV

PPN

KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KEVKNKVARPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KV KNKVAPPF
KV KNKVAPPF
KV KNKVAPPF
KVVKNKVAPPF
KVVKNK AEPF
KVVKNK ARPF

KVVKNK APPF
KVVKNK APPF
KVVKNKVAPPF

Tl *

IM GEGISENNGEL
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IHYGEGIS
IMYGEGIS
IMYGEGIS
IMYG GIS
IMYGEGIS

EE R N * %k

N 15ee L Avp)

OUUX!XXNNX!XXZXZ

O oo
< <<

i IvIvASIsisITES]

Dl AN

SDLDERIKIMA[CTANEN(K
RINED T TIMKEIGAWY S Y)'S
SDLDERIKIMA[CTANEN(K
RINED T TIMKIAGAWY S Y]'S
SDLDERIKIMA[CTANEN(K
SDLPERIKIMA CFANENK
SDL GRS QIMA[CTANENN

EANGFpiK|SS[€Z AN D
WD I IINKMGAW Y S Y
WD I TINKRIGAWY S YR
WD I IINKMIGAWY S Y

312
311
311
311
311
311
311
311
311
311
294
292
307
294
296
296
307
310
294
294
294
302
293
293
293
293
293



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
499
527
408
1127
453
625
115
1313
1245
1211
1214
1334
1389
1130
1124
1123
1427
1165
1142
1022
1074
1205

consensus

s

ol el sbpe sof

KkLVJEH#EV E<

Kw2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1

SPR RS08825 WP 001085462.1

SP RS09750 WP 001085462.1
SM12261 RS08315 WP 078228268.1
SMSK321 RS11065 WP 001085454.1
SMU RS09530 WP 002262392.1

598 FGLO6 RS08840 WP 004233517.1
Spy49 1753c ACI62003.1

LCA RS02525 WP 011374196.1
BSU 16940 NP 389576.2

IDGEEVSEQDTENKKDEPKKE
IDGEEVSEQDTENKKDEPKKE
IDGEEVSEQDTENKKDEPKKE
IDGEEVSEQDTENKKDEPKKE
IDGEEIAES. .. .KKDEAAQV
IDGEEAAES. .. .KKDEVAQV
IEEDNTEEKQS. .SKE.KETD
VEETEDEKAAN. .AADESAAT
LEESEEESAMA. .V...... A

DZ:U!XXXN?:!XNZXZ

DNNGVVQQQAEETQEELEFE.

DR RS12030 WP 010888966.1 MAATIRAGNAGEAPALAPAPAAPEAA. .
Cj1673c YP 002345041.1 QNSMEMEGMI. .. .. SGSEDD. .EG. .
C694 RS00795 WP 000963128.1 ESIESNEEI..... MPLPDE. .PL. .
NCTC11637 00359 SQJ03206.1 SNEEI..... MPLPDE. .PL..

RAOC RS04870 WP 004918236.1

A4U84 RS07560 WP 021112712.1 KEEQEMINTLESNPNS. . ... VLKATASDSN. .
NGFG RS03960 WP 003688695.1 GAJQEeRIe RN VIR VIBRKIAN|ZNS ISR A KINHA L NEMEMHT . . . . . TEGTQDETDG. .
NGFG RS03960 WP 003688695.1 GARGNCIn[eHON VR VEBHK|ZNIBHIS N AKIBAALNEMEMHT . . . . . TEGTQDETDG. .
OK783 RS03845 WP 003688695.1 GAJGNEInICHEIN VRV ERHK |2 N300 S|DIoNsB A KIRIA L N[EMEMHT . . . . . TEGTQDETDG. .
RS RS02760 WP 011000510.1 GERCNCGRBINCRERSARZNAINEARSENKMWAEHLEMTPMG . . . . . AVTLA.EEVE. .
A1552VC RS01565 WP 000344154.1  GDj@EeRIGEANNCKMRKIAN|SRIAK TEBKKIMHEMLLNPENM. . . . . QLIAETSSAA..
GTF74 RS11550 WP 000344154.1 = GDpeRelale8ANWNCKMRKIZNIZNAK TEBKK@IEMLLNPENM. . . . . QLIAETSSAA..
ACIAD RS06390 WP 004925639.1 = GNRGNEREEN|\VIRMHEXNIZENNS TSNS A VIBMEQLLTKASD . . . . . QTAA .HDETE. .
ABD1 RS10195 WP 000344167.1 GNpQEGRIGEN)NVIRMFESNNENIABMSERNIYEQLLTTGTN. . . . . GAVQ.I.EDE..
PSJM300 05545 AFN77183.1  GSEQNeNESANPIAKIBRERNIZRIG Q2SS Q OMAAKLLMTSAN . . . .. TKATPVAEDL.

*xkkx x *kok ok * * %

SDVPEEDLPTTEDE.QINILPBDSTE

hggEAFKFE&VBJ = /\VPEEEV\/LDLpDElrE | E

LDDSEVAETEEETTASKTKAKAKKEEKAVETEEIELELED .....

AV...... NEEVPLDLGDELEIE
AV...... NEEVPLDLGDELEIE
AV...... NEEVPLDLGDELEIE
AV...... NEEVPLDLGDELEIE
SV...... NEEVTLDLGDELEIE
SV...... NEEVTLDLGDELEIE
KA...... DKNLVLELDDTIELE
SEK...... ADEVVLDLDDAIEIE
SEE...... TDDLALDLDNGIEIE
...... E............
A
B
EME. ... ... .
EME. ... .. i
ESDVEEFSEEEL...........
R...... PEE.............
R...... PEE.............
R...... PEE.............
D..... ... i
DVEFGAVPEEF............
DVEFGAVPEEF............
EPDLL..ES..............
EPDLL..LES.............
LADADI . oo oo

387
385
385
385
385
381
381
382
383
377
355
348
363
343
347
347
343
372
348
348
348
352
354
354
349
349
347



logo

LEE
NTDB id 600 KW2 RS01765 WP 011675413.1 C 387
NTDB id 269 KZH43 RS08665 WP 001085462.1 IEE 388
NTDB id 228 SPD RS09265 WP 001085462.1 IEE 388
NTDB id 194 SPR RS08825 WP 001085462.1 IEE 388
NTDB id 159 SP RS09750 WP 001085462.1 IEE 388

NTDB id 499 SM12261 RS08315 WP 078228268.1 IEE 384
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IEE 384

NTDB id 408 SMU RS09530 WP 002262392.1 D.. 383
NTDB id 1127598 FGLO6 RS08840 WP 004233517.1 E.. 384
NTDB id 453 Spy49 1753c ACI62003.1 D.. 378
NTDB id 625 LCA RS02525 WP 011374196.1 ... 355
NTDB id 115 BSU 16940 NP 389576.2 ... 348
NTDB id 1313 DR RS12030 WP 010888966.1 ... 363
NTDB id 1245 Cj1673c YP 002345041.1 ... 343
NTDB id 1211 C694 RS00795 WP 000963128.1 ... 347
NTDB id 1214 NCTC11637 00359 SQJ03206.1 ... 347
NTDB id 1334 RAOC RS04870 WP 004918236.1 ... 343
NTDB id 1389 A4U84 RSO7560 WP 021112712.1 ... 372
NTDB id 1130 NGFG RS03960 WP 003688695.1 ... 348
NTDB id 1124 NGFG RS03960 WP 003688695.1 ... 348
NTDB id 1123 0K783 RS03845 WP 003688695.1 ... 348
NTDB id 1427 RS RS02760 WP 011000510.1 ... 352
NTDB id 1165 A1552VC RSO1565 WP 000344154.1 ... 354
NTDB id 1142 GTF74 RS11550 WP 000344154.1 ... 354
NTDB id 1022 ACIAD RS06390 WP 004925639.1 ... 349
NTDB id 1074 ABD1 RS10195 WP 000344167.1 ... 349
NTDB id 1205 PSJM300 05545 AFN77183.1 ... 347
consensus

X non conserved
B similar
il >50% conserved



