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NTDB id 613 LCA RS05340 WP 231952379.1 MM..WQDYWQRYRRFWWVPCLVLLG.IIAGGFYWHQSQQKQKVTQ.....NEQLLATSASKTKP.......ATKKTHQAA 65
NTDB id 300 STER RS07485 WP 011681496.1 MKEKILAYVKDNRLF..VSVIA.VLMVIFCFFLWMTCGAGNSMEAETSYTDVTALSTSSSKQSSQSLSEASSQSKTEGSE 77
NTDB id 1127567 FGL06 RS02995 WP 126437689.1 MIEEMKEKILEHKTV..ASVLGTVLVMLVMFFAWSSMESHKAEVQ....NDLPALSTSFSASSGET...SQPKTVASASK 71
NTDB id 521 SMSK321 RS04960 WP 000443804.1 .MESIIEKIKEYKII..VICTGLGLLV.GGFFLLKP.APHTPVKE....TNLQAEVVAISKDSSTE...KDVKKEEKEEP 68
NTDB id 493 SM12261 RS04300 WP 000387351.1 .MEAIIEKIKEYKII..VICTGLGLLV.GGFFLLKP.APQTPVKE....TNLQAEVVAVSKDSVSE...KEVKKEEKEEP 68
NTDB id 153 SP RS04730 WP 000387344.1 .MEAIIEKIKEYKII..VICTGLGLLV.GGFFLLKP.APQTPVKE....TNLQAEVAAVSKDSSTE...KEVKKEEKEEP 68
NTDB id 263 KZH43 RS04195 WP 000387330.1 .MEAIIEKIKEYKII..VICTGLGLLV.GGFFLLKP.APQTPVKE....TNLQAEVAAVSKDLVSE...KEVNKEEKEEP 68
NTDB id 222 SPD RS04535 WP 000387330.1 .MEAIIEKIKEYKII..VICTGLGLLV.GGFFLLKP.APQTPVKE....TNLQAEVAAVSKDLVSE...KEVNKEEKEEP 68
NTDB id 188 SPR RS04295 WP 000387330.1 .MEAIIEKIKEYKII..VICTGLGLLV.GGFFLLKP.APQTPVKE....TNLQAEVAAVSKDLVSE...KEVNKEEKEEP 68
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NTDB id 613 LCA RS05340 WP 231952379.1 TKKKGGFVDIKGAVVYPGIYPITVSETRLFEVLKNAGGPTDAADTKRLNLAQKLTDQLIIYIPKKGEVVTDQELIQAPQQ 145
NTDB id 300 STER RS07485 WP 011681496.1 KVKSKVTVDVKGAVVNPGVYTLKAG.ARVTDVIQEAGGMTEDADAKSVNLAASLSDEEVIYVANKDENVSVL.DQ..... 150
NTDB id 1127567 FGL06 RS02995 WP 126437689.1 SESDKIFVDIKGAVRKEGVYELTSG.SRVTDVVKLAGGFTDDADKKSVNLAEKVADEAVIYVARVGEEVTPASTP..... 145
NTDB id 521 SMSK321 RS04960 WP 000443804.1 VEQDLITVDVKGAVKSPGIYDLSVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEESASQHTG..... 142
NTDB id 493 SM12261 RS04300 WP 000387351.1 LEQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAASQQAG..... 142
NTDB id 153 SP RS04730 WP 000387344.1 LEQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTG..... 142
NTDB id 263 KZH43 RS04195 WP 000387330.1 LEQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTG..... 142
NTDB id 222 SPD RS04535 WP 000387330.1 LEQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTG..... 142
NTDB id 188 SPR RS04295 WP 000387330.1 LEQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTG..... 142
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LGPAGKKRAEQQDVI IADYHRDEENSAHQNGGKFQSKQS IVEDDELQKNKVGSGIGDEPAGKTFLI
NTDB id 613 LCA RS05340 WP 231952379.1 IATTSERTQEQASTGTSANASSTSDTAKIDLNQADSTQLQTLNGIGPKKAEQIIAYRDEQGKFKQIEDLQKVGGIGPKTF 225
NTDB id 300 STER RS07485 WP 011681496.1 .........TGTGQVSDKGGQAVSKDGKINLNTATSEQLQTISGIGAKRAEDVIAYRESHGGFQSVDDLKNVSGIGDKTL 221
NTDB id 1127567 FGL06 RS02995 WP 126437689.1 .........SQAKNTAPSGAQQDADSAQINLNTATLEELQTISGIGAKRAQDIIDYRDNNGGFSSVDDLKNVSGIGEKTL 216
NTDB id 521 SMSK321 RS04960 WP 000443804.1 .........SGA.......PSSTSKDKKINLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTI 206
NTDB id 493 SM12261 RS04300 WP 000387351.1 .........PGT.......ASSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTI 206
NTDB id 153 SP RS04730 WP 000387344.1 .........SGT.......ASSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTI 206
NTDB id 263 KZH43 RS04195 WP 000387330.1 .........LGT.......ASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTI 206
NTDB id 222 SPD RS04535 WP 000387330.1 .........LGT.......ASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTI 206
NTDB id 188 SPR RS04295 WP 000387330.1 .........LGT.......ASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTI 206
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NTDB id 613 LCA RS05340 WP 231952379.1 EQLQSQICVN 235
NTDB id 300 STER RS07485 WP 011681496.1 DKIRESLYVA 231
NTDB id 1127567 FGL06 RS02995 WP 126437689.1 EKLKAEVTVD 226
NTDB id 521 SMSK321 RS04960 WP 000443804.1 EKLKDYVTVD 216
NTDB id 493 SM12261 RS04300 WP 000387351.1 EKLKDYVTVD 216
NTDB id 153 SP RS04730 WP 000387344.1 EKLKDYVTVD 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 EKLKDYVTVD 216
NTDB id 222 SPD RS04535 WP 000387330.1 EKLKDYVTVD 216
NTDB id 188 SPR RS04295 WP 000387330.1 EKLKDYVTVD 216
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