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bl S A R A LG

M FENIENNAYEL L NpsQ® ENj L TH YDALIEQN JJYLGAEGAH |J EWMNNIRKLRQLNL KEEWRR FQFIFIKARQ
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS

T ST B

L ENJLTE®S)Y LD EIGSGTGNLA T NNSSKIY Y GIEVDDLLIDLSASIA V DS)$
QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDY GIEVDDLLIDLSASIADVLDSS
QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDY GIEVDDLLIDLSASTIADVLDSS

ARG S e L S AT

JNNFVQEDAVRPQILKESDVIISDLPVGFYPNDIATAIMRYIMVA BJ8GHTYAHHLLMEQSLKYLKK G A FLAPVELLTSIMQ
VHFVQEDAVRPQILKESD IISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ
VHFVQEDAVRPQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ

SDLLKAWLK YAD AVI LPE IFly I\ NEXKSIFVLKKQ H PE FVYPLADLQSREVLTDFIDKFKKWNV N IF
SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVFR@
SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF

X non conserved
B similar
>50% conserved
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