
logo MKKYKNFLLLSATLLTSLSAPLAAANEQFSPSQLTAMTSEVSYVQLEGQTAIVQYQPTTAAQEAYPTIQHAVWSEEGGQDDIV
NTDB id 427 DQL23 RS10480 WP 060554269.1 MKKYKNFLLLSATLLTSLSAPLAAANEQFSPSQLTAMTSEVSVQLEGQTAIVQYQPTTAQEAYPIQHAVWSEEGGQDDIV 80
NTDB id 1127534 FGL12 RS10615 WP 138101396.1 MKKYKNFLLLSATLLTSLSAPLAAANEQFSPSQLTAMTSEVYVQLEGQTAIVQYQPTAAQEAYTIQHAVWSEEGGQDDIV 80
NTDB id 426 SGO RS10250 WP 012131057.1 MKKYKNFLLLSATLLTSLSAPLAAANEQFSPSQLTAMTSEVYVQLEGQTAIVQYQPTAAQEAYTIQHAVWSEEGGQDDIV 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!*!!!!!*!!!!!!!!!!!!!!!!

logo WYSANDQSTTR IDLSQHKGQGKFHL I ETYLNVNGSVKYHLSSKSVFLNKPVQSATEKTVPEQQNDSTSSNNATPQAPAEQPKPTNP
NTDB id 427 DQL23 RS10480 WP 060554269.1 WYSANQSTTRIDLSQHKGQGKFHIETYLNVNGVKYHLSSKSVFLNKPVQSAEKTVPEQQNSTSSNNATPQAPAEQKPTNP 160
NTDB id 1127534 FGL12 RS10615 WP 138101396.1 WYSADQSTTRIDLSQHKGQGKFLIETYLNVNSVKYHLSSKSVFLNKPVQSTEKTVPEQQDSTSSNNATPQAPAEPKPTNP 160
NTDB id 426 SGO RS10250 WP 012131057.1 WYSADQSTTRIDLSQHKGQGKFLIETYLNVNSVKYHLSSKSVFLNKPVQSTEKTVPEQQDSTSSNNATPQAPAEPKPTNP 160
consensus !!!!*!!!!!!!!!!!!!!!!!*!!!!!!!!*!!!!!!!!!!!!!!!!!!*!!!!!!!!*!!!!!!!!!!!!!!*!!!!!

logo APSTPAPAPATNRVENRPRNSYQPKVEDERNKSLPPQKVAQPKAVTAPPQAKEPSNNNKPLQASAARVPAEPVRDSKPL I S ITNINKE
NTDB id 427 DQL23 RS10480 WP 060554269.1 APSPAPAPATNRVENRRNSYQKVEDRNKSLPPQKVAQPKATPPQAKPSNNKPLQASAARVPAEPVRDSKPLISITNINKE 240
NTDB id 1127534 FGL12 RS10615 WP 138101396.1 APTPAPAPATNRVENPRNSYPKVEERNKSLPPQKVAQPKVAPPQAEPNNNKPLQASAARVPAEPVRDSKPLISITNINKE 240
NTDB id 426 SGO RS10250 WP 012131057.1 APTPAPAPATNRVENPRNSYPKVEERNKSLPPQKVAQPKVAPPQAEPNNNKPLQASAARVPAEPVRDSKPLISITNINKE 240
consensus !!*!!!!!!!!!!!!*!!!!*!!!*!!!!!!!!!!!!!!**!!!!*!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo NGTYTVRVQESNPYSKRKIKSVQVP IWSTANQSNLKWYEASKQTIGNGSFSVQFDIRNHQQI
LYGDNYINHVYITYEDGSRVAGYVA

NTDB id 427 DQL23 RS10480 WP 060554269.1 NGTYTVRVQESPYSKRIKSVQVPIWSTANQSNLKWYEASQIGNGSFSVQFDIRNHQQLYGDYINHVYITYEDGSRAGYVA 320
NTDB id 1127534 FGL12 RS10615 WP 138101396.1 NGTYTVRVQENPYSKKIKSVQVPIWSTANQSNLKWYEASQTGNGSFSVQFDIRNHQQLYGNYINHVYITYEDGSRAGYVA 320
NTDB id 426 SGO RS10250 WP 012131057.1 NGTYTVRVQENPYSKKIKSVQVPIWSTANQSNLKWYEASKIGNGSFSVQFDIRNHQQIYGNYINHVYITYEDGSRVGYVA 320
consensus !!!!!!!!!!*!!!!*!!!!!!!!!!!!!!!!!!!!!!!**!!!!!!!!!!!!!!!!*!!*!!!!!!!!!!!!!!*!!!!

logo ENVNLPQPAPQPLTPSLQVVHKGQSNTYQVI LQNSFGDGHI LFP IWSDINGQDDLRWYTANSLGNGRYSLDFNANNHIGDG
NTDB id 427 DQL23 RS10480 WP 060554269.1 ENVNLPQPAPQPLTPSLQVVHKGQSTYQVILQNSFGDGHILFPIWSDINGQDDLRWYTANSLGNGRYSLDFNANNHIGDG 400
NTDB id 1127534 FGL12 RS10615 WP 138101396.1 ENVNLPQPAPQPLTPSLQVVHKGQSNYQVILQNSFGDGHILFPIWSDINGQDDLRWYTANSLGNGRYSLDFNANNHIGDG 400
NTDB id 426 SGO RS10250 WP 012131057.1 ENVNLPQPAPQPLTPSLQVVHKGQSTYQVILQNSFGDGHILFPIWSDINGQDDLRWYTANSLGNGRYSLDFNANNHIGDG 400
consensus !!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LYHVHVYRQSGGKVTGVMASNFQVTRPTVTAVRKPL INHATNTDPSNTYPVGECTWGAKALAPWAGNWWGNGGDWAASARRAGF
NTDB id 427 DQL23 RS10480 WP 060554269.1 LYHVHVYRQSGGKVTGVMASNFQVTRPTVTVRKPLNHATDPSNTYPVGECTWGAKALAPWAGNWWGNGGDWAASARRAGF 480
NTDB id 1127534 FGL12 RS10615 WP 138101396.1 LYHVHVYRQSGGKVTGVMASNFQVTRPTVAVRKPLIHTNDPSNTYPVGECTWGAKALAPWAGNWWGNGGDWAASARRAGF 480
NTDB id 426 SGO RS10250 WP 012131057.1 LYHVHVYRQSGGKVTGVMASNFQVTRPTVAVRKPLNHTTDPSNTYPVGECTWGAKALAPWAGNWWGNGGDWAASARRAGF 480
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!*!**!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo RVGSTPQVGAIACWTDGGYGHVGVVTHVDSHKR IQIQESNYAGQRYIANFRGWFDPTIAQGTVSYIYPN
NTDB id 427 DQL23 RS10480 WP 060554269.1 RVGSTPQVGAIACWTDGGYGHVGVVTHVDSHKRIQIQESNYAGQRYIANFRGWFDPTIAQGTVSYIYPN 549
NTDB id 1127534 FGL12 RS10615 WP 138101396.1 RVGSTPQVGAIACWTDGGYGHVGVVTHVDSHKRIQIQESNYAGQRYIANFRGWFDPTIAQGTVSYIYPN 549
NTDB id 426 SGO RS10250 WP 012131057.1 RVGSTPQVGAIACWTDGGYGHVGVVTHVDSHKRIQIQESNYAGQRYIANFRGWFDPTIAQGTVSYIYPN 549
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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