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NTDB id 613 LCA RS05340 WP 231952379.1 MMWQ...DYWQRYRRFWWVPCLVLLGIIA...GGFYWHQSQQKQKVTQN......EQLLATSAS.K......TKPATKKT 61
NTDB id 105 BSU 25590 NP 390437.1 ......MNWLNQHKKAII...LAASAAVFTAIMIFLATGKNKE.PVKQA..................VPTETENTVVKQE 52
NTDB id 300 STER RS07485 WP 011681496.1 .MKEKILAYVKDNRLFVS...VIAVLMVIF..CFFLWMTCGAG.NSMEAETSYTDVTALSTSSSKQSSQSLSEASSQSKT 73
NTDB id 1127501 FGL12 RS08165 WP 012130666.1 .MIENLIEKAKQYKIALG...LSLLGAIAA..SFILLQGRDQG.GT........DVQQLTEQTSSSSSYMNEKSNKSNEI 65
NTDB id 521 SMSK321 RS04960 WP 000443804.1 ..MESIIEKIKEYKIIVI...CTGLGLLVG..GFFLLKPAPHT.PV........KETNLQAEVVAISKDSSTEKDVKKEE 64
NTDB id 493 SM12261 RS04300 WP 000387351.1 ..MEAIIEKIKEYKIIVI...CTGLGLLVG..GFFLLKPAPQT.PV........KETNLQAEVVAVSKDSVSEKEVKKEE 64
NTDB id 153 SP RS04730 WP 000387344.1 ..MEAIIEKIKEYKIIVI...CTGLGLLVG..GFFLLKPAPQT.PV........KETNLQAEVAAVSKDSSTEKEVKKEE 64
NTDB id 263 KZH43 RS04195 WP 000387330.1 ..MEAIIEKIKEYKIIVI...CTGLGLLVG..GFFLLKPAPQT.PV........KETNLQAEVAAVSKDLVSEKEVNKEE 64
NTDB id 222 SPD RS04535 WP 000387330.1 ..MEAIIEKIKEYKIIVI...CTGLGLLVG..GFFLLKPAPQT.PV........KETNLQAEVAAVSKDLVSEKEVNKEE 64
NTDB id 188 SPR RS04295 WP 000387330.1 ..MEAIIEKIKEYKIIVI...CTGLGLLVG..GFFLLKPAPQT.PV........KETNLQAEVAAVSKDLVSEKEVNKEE 64
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NTDB id 613 LCA RS05340 WP 231952379.1 HQAATKKKGGFVDIKGAVVYPGIYPITVSETRLFEVLKNAGGPTDAADTKRLNLAQKLTDQLIIYIPKKGEVVTDQELIQ 141
NTDB id 105 BSU 25590 NP 390437.1 ANNDESNETIVIDIKGAVQHPGVYEMRT.GDRVSQAIEKAGGTSEQADEAQVNLAEILQDGTVVYIPKKGEETAVQQGGG 131
NTDB id 300 STER RS07485 WP 011681496.1 EGSEKVKSKVTVDVKGAVVNPGVYTLKA.GARVTDVIQEAGGMTEDADAKSVNLAASLSDEEVIYVANKDENVSVLDQTG 152
NTDB id 1127501 FGL12 RS08165 WP 012130666.1 SQSETEDQLVTVDVKGAVKKPGVYQLQS.NSRVHDALEKAGGLTDEADLKSINQAQKLSDEAVVYVAKVGENAVDV..TT 142
NTDB id 521 SMSK321 RS04960 WP 000443804.1 KEEPVEQDLITVDVKGAVKSPGIYDLSV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEESASQ..HT 141
NTDB id 493 SM12261 RS04300 WP 000387351.1 KEEPLEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAASQ..QA 141
NTDB id 153 SP RS04730 WP 000387344.1 KEEPLEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQ..QT 141
NTDB id 263 KZH43 RS04195 WP 000387330.1 KEEPLEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQ..QT 141
NTDB id 222 SPD RS04535 WP 000387330.1 KEEPLEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQ..QT 141
NTDB id 188 SPR RS04295 WP 000387330.1 KEEPLEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQ..QT 141
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NTDB id 613 LCA RS05340 WP 231952379.1 APQQIATTSERTQEQASTGTSANASSTSDTAKIDLNQADSTQLQTLNGIGPKKAEQIIAYRDEQGKFKQIEDLQKVGGIG 221
NTDB id 105 BSU 25590 NP 390437.1 GSV................Q....SDGGKGALVNINTATLEELQGISGVGPSKAEAIIAYREENGRFQTIEDITKVSGIG 191
NTDB id 300 STER RS07485 WP 011681496.1 TGQV...............SDKGGQAVSKDGKINLNTATSEQLQTISGIGAKRAEDVIAYRESHGGFQSVDDLKNVSGIG 217
NTDB id 1127501 FGL12 RS08165 WP 012130666.1 SAPT...............SATSGTGQTKSALVNLNTATEADFQTISGIGQKRAQDIIAYREANGRFKSVDDLKNVSGIG 207
NTDB id 521 SMSK321 RS04960 WP 000443804.1 GSG...................APSSTSKDKKINLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG 202
NTDB id 493 SM12261 RS04300 WP 000387351.1 GPG...................TASSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG 202
NTDB id 153 SP RS04730 WP 000387344.1 GSG...................TASSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG 202
NTDB id 263 KZH43 RS04195 WP 000387330.1 GLG...................TASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG 202
NTDB id 222 SPD RS04535 WP 000387330.1 GLG...................TASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG 202
NTDB id 188 SPR RS04295 WP 000387330.1 GLG...................TASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG 202
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NTDB id 613 LCA RS05340 WP 231952379.1 PKTFEQLQSQICVN 235
NTDB id 105 BSU 25590 NP 390437.1 EKSFEKIKSSITVK 205
NTDB id 300 STER RS07485 WP 011681496.1 DKTLDKIRESLYVA 231
NTDB id 1127501 FGL12 RS08165 WP 012130666.1 AKTLEKLKEYVTVD 221
NTDB id 521 SMSK321 RS04960 WP 000443804.1 AKTIEKLKDYVTVD 216
NTDB id 493 SM12261 RS04300 WP 000387351.1 AKTIEKLKDYVTVD 216
NTDB id 153 SP RS04730 WP 000387344.1 GKTIEKLKDYVTVD 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 GKTIEKLKDYVTVD 216
NTDB id 222 SPD RS04535 WP 000387330.1 GKTIEKLKDYVTVD 216
NTDB id 188 SPR RS04295 WP 000387330.1 GKTIEKLKDYVTVD 216
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