logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

598 KW2 RS08500 WP 021037660.1

1127499 FGL12 RS08030 WP 012130640.1

155 SP RS04850 WP 000495909.1

265 KZH43 RS04315 WP 000495911.1
224 SPD RS04655 WP 000495911.1

190 SPR RS04415 WP 000495911.1

495 SM12261 RS04415 WP 000495920.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

598 KW2 RS08500 WP 021037660.1

1127499 FGL12 RS08030 WP 012130640.1

155 SP RS04850 WP 000495909.1

265 KZH43 RS04315 WP 000495911.1
224 SPD RS04655 WP 000495911.1

190 SPR RS04415 WP 000495911.1

495 SM12261 RS04415 WP 000495920.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

598 KW2 RS08500 WP 021037660.1

1127499 FGL12 RS08030 WP 012130640.1

155 SP RS04850 WP 000495909.1

265 KZH43 RS04315 WP 000495911.1
224 SPD RS04655 WP 000495911.1

190 SPR RS04415 WP 000495911.1

495 SM12261 RS04415 WP 000495920.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

598 KW2 RS08500 WP 021037660.1

1127499 FGL12 RS08030 WP 012130640.1

155 SP RS04850 WP 000495909.1

265 KZH43 RS04315 WP 000495911.1
224 SPD RS04655 WP 000495911.1

190 SPR RS04415 WP 000495911.1

495 SM12261 RS04415 WP 000495920.1

consensus

FUARDARCELALE DL EHGRYT " ol ol vmreb ek D et e sV L

:EKQAYTCPACGGQLHLRQGPSVRTHFAHKSLKDCDFFFENESPEHLANKESLYHWLKKE
AEKQAYTCPACGGQLHLRQGPSVRTHFAHKSLKDCDFFFENESPEHLANKESLYHWLKKE

NEKQAYTCPACGGQLHLRQGPSVRTHFAHKSLKDCDFFFENESPEHLANKESLYHWLKKE
AEKQAYTCPACGGQLHLRQGPSVRTHFAHKSLKDCDFFFENESPEHLANKESLYHWLKKE

%k ook ok kok |k ok ok k

TR S ALV e R HERGE s Yl

P % Dk

I

T L skl

WAL

sk Dotk Dotk Dot Dok Dok Dok Dok 1o | TEbs % Dkl Lok

LKA LR TSt L I Yok e YR e

GFE| WELD|#Y | LRLKYLIjl DL GEL{Y|SAKEF)y MAYGIYLL ILRLP FKQE SEFIFVEEIDIFDIC YIRQQLY YRINIR:S
GFYVWELDKIMKQVLRLKYLIYQDLRGKLHYQIKEFSYGQGSLLEILRLPYK QKISHFTVSEDKDICRYIRQQLYYQNLF
GFYVWELDKEKQVLRLKYLIYQDLRGKLHYQIKEFSYGQGSLLEILRLPYKKQKISHFTVSEDKDICRYIRQQLYYQNLF
GFYVWELDKEKQVLRLKYLIYQDLRGKLHYQIKEFSYGQGSLLEILRLPYKKQKISHFTVSEDKDICRYIRQQLYYQNLF

RN

GFYVWELDSJ@KQVLRLKYLIBIQDLRGKLHYQIKEF)YYGEIGSLLEILRIFPYKKQKISHFTVS DKDICRYIRQQLYYQN)@

kokok DD D Do b Pokok DDk Dskorskoiskokor Dokoskokobok Dok Dokl Dl Dok | ooskosiok ko kokok | % trrrrnd * %

Csllarr e apd i

Q
MNKFFQIEQDLTSYYQHFYTYYQKNPQNDWQKLYPPAFY
MK FFQIEQDLTSYYQHFYTYYQKNPQNDWQKLYPPAFY

BKFFQIEQDLTSYYQHFYTYYQKNPQNDWQKLYPPAFY

Plxx 11

| ‘

| AEGAEBYCACEN L YeLKEHO 0 KFF
= E IR AU CLNLLENFTBERI LSS

IINAINEK YOG MBI KKFEGPMIAPLGLNLLENFTDE TITT.TQI

WMKNQARN(Y QKN LTIRIMOE YPQ R

WMKEQAEAYQKGENILTYGLKEWYPQIR

WMKEQAEAYQKGENILTYGLKEWYPQIR)

WMKEQAEAYQKGENILTYGLKEWYPQIR

WMKEQAEAYQKGENILTYGLKEWYPQIR)

'.KFFQIEQDLTSYYQHFYTYYQKNPQNDWQKLYPPAFY
Q

Ny

ko Pk bl skkoskok kx| * ERES bk |k kkkkokkx 1] |

160
159
158
158
158
158
158

240
239
238
238
238
238
238

317
310
307
307
307
307
307



COVFLKE

AT RS KE

NTDB id 598 KW2 RS08500 WP 021037660.1 AIMGKQKKEK 327

NTDB id 1127499 FGL12 RS08030 WP 012130640.1 317
NTDB id 155 SP RS04850 WP 000495909.1 317
NTDB id 265 KZH43 RS04315 WP 000495911.1 317
NTDB id 224 SPD RS04655 WP 000495911.1 317
NTDB id 190 SPR RS04415 WP 000495911.1 317
NTDB id 495 SM12261 RS04415 WP 000495920.1 317
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