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consensus ** ! !* !!!**!!!!!! ! * !!!*!!!!*!*!!!!!!!!!*! !!*!*!!!!! *!!!!!!!* !! !!

logo KEKI
L
S
TDDDEMSMKQAI I ENLQRESDLNP I EEAKQASYQNYL IDNKRNGHLMTHDKDE IAKQTVI

MGKSRPYITNS IVRLLNLPLHNI ISEQAI
L
E
K
E
KGLNI SQ
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NTDB id 1127449 FGK97 RS09635 WP 021002248.1 GHARLLINLSEK.EQNLWFDKILSQELSVRQLEKQLHSKQAKTVTKDKQQLFLKEEEKKLKKIFGTEISLQFSEQSQSGK 236
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