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NTDB id 1127408 FGK97 RS02160 WP 138099358.1 MKKYKQIFKLLEQDILNEKYQINDYLPSEHELVQTYKVSRDTIRKSLDLLQKAGLIQKRRGQGSKVIQPEQIDFPVSNLT 80
NTDB id 440 SMU RS09330 WP 002273717.1 MKKYEIIFKKLEEDILKGHYQMGDYLPPEMELSQTYASSRDTVRKALQLLTKAGFIKTVQGRGSQIIKRERINFPVSQLT 80
consensus !!!! !!! !! !!! *!!* !!!!*!*!! !!! !!!!*!! ! !! !!! ! ! !! *! *! ! !!!!*!!

logo SYQELVKRQHLGQMNSVKTNVIAQI
L
D
EKI

L
I
TVDEKKLSTKSLTGFEPENKYGRLVWR I ITRQRVI

VDGI
VAS IVLDI

TDYLDKASFL IVPHS IMNTRE IAEHS IY
NTDB id 1127408 FGK97 RS02160 WP 138099358.1 SYQELVRQHGMNSKTNVIQLEKITVDKKLSSLTGFPEYRLVWRIIRQRVVDGIASVLDIDYLDKSFVPSINREIAEHSIY 160
NTDB id 440 SMU RS09330 WP 002273717.1 SYQELVKQLQMNVKTNVIAIDKLIVDEKLTKLTGFENKGLVWRITRQRVIDGVASILDTDYLDKALIPHMTREIAEHSIY 160
consensus !!!!!!*!* !! !!!!! **!* !! !!* !!!!* !!!!! !!!!*!!*!!*!! !!!!! *!** !!!!!!!!!
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NTDB id 1127408 FGK97 RS02160 WP 138099358.1 AYLEDELGLHISYAQKEITIDPATNRDKILMNIGNDHHVVSVKSKVYLADGQQFQFTDSRHKLEKFRFVDFSKRQK. 236
NTDB id 440 SMU RS09330 WP 002273717.1 DYLENQLKLDIAYAQKIITIDQVSQKDKILLDLDSENHVVSVKSKVYLSNQQQFQFTESRHKLEKFRFVDFARRHRD 237
consensus !!! ! !*! !!!! !!!!* ***!!!!* * **!!!!!!!!!!! !!!!!!*!!!!!!!!!!!!! *!***
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