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KDINVAPNPYQPRLHQFKNHTDKELEKELANQS IKEINGL IQP I IVRKPSDE I FYGYDEL IVAGERRLKAASKQLAGLENKI

VPAVI I
NTDB id 1127381 FGK96 RS10425 WP 138083464.1 .MTEELKEIKIEDIVANPYQPRLHFNHDELKELANSIKINGLIQPIIVRPSEIYGYELIAGERRLKASQLAGLEKVPAII 79
NTDB id 382 SMU RS09895 WP 011074697.1 MMTEQLKYLNTKDINPNPYQPRLQFKTKELEELAQSIKENGLIQPIIVRKSDIFGYDLVAGERRLKAAKLAGLNKIPVII 80
consensus *!!! !! * !! *!!!!!!!*! * !! !!!*!!! !!!!!!!!!!*!*!*!!*!*!!!!!!!! !!!! !*! !!
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MGKSRPYITNS IRLLNQLPDLHI I LSQSALEEKGKL I SQT

NTDB id 1127381 FGK96 RS10425 WP 138083464.1 KNISTTESMHQAIVENLQRSDLNPIEEAKAFQTILTKKQLTHEQLATFMGKSRPYITNSIRLLQLPDIILSALEEGKIST 159
NTDB id 382 SMU RS09895 WP 011074697.1 KKISDDDSMKQAIIENLQRSDLNPIEEAKAYQNLINRNHMTHDDIAKVIGKSRPYITNSIRLLNLPLHISQALEKGLISQ 160
consensus ! !! *!!*!!!*!!!!!!!!!!!!!!!!*! ** * **!!* *! *!!!!!!!!!!!!!!*!! *! !!! ! !!

logo GHARLSLLVSTI
L
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YFHQKRI ILDTEQDQLSVHRQI
TEQRALLVKLSKQKTKQTKEKKPKQI

T
D
SKDI F ILAKAEKLEEKELASKQSLGLPS IVHVIHKLYKNKDKGHQSGQL

NTDB id 1127381 FGK96 RS10425 WP 138083464.1 GHARSLVTLNKSQDQENYFHRIIDQDLSVRQTEQLVKLKKQTKKPQIDKDIFIKALEEELAKSLGLSIHIKLKKDGSGQL 239
NTDB id 382 SMU RS09895 WP 011074697.1 GHARLLLSIEKQDLQDKWFQKILTEQLSVHQIERALKSQTK.KEKKTSKDIFLAEKEKELSQSLGLPVVIHYNKKHQGQL 239
consensus !!!! !*** ! !* *!**!* !!!*! ! *! *! * !!!!* ! !! !!!!***!* ! * !!!
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NTDB id 1127381 FGK96 RS10425 WP 138083464.1 SCLFHDDEELNRIINKLK 257
NTDB id 382 SMU RS09895 WP 011074697.1 KISFSSEEDFNRLMNKLN 257
consensus * !* *!* !!**!!!

X non conserved
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X ≥ 50% conserved


