
logo MLKI
LENKLVTGGYI

ANIPVLKDI
VTFSEVDADGQELVGL IGLNGAGKSTTINE I IGLLRTPYKGGTQIKAIDGLSTLI EQEQDPAASYRKQKIGFYIP

NTDB id 1127369 FGK96 RS08745 WP 138083141.1 MLKIENLTGGYINIPVLKDITFSVDDGQLVGLIGLNGAGKSTTINEIIGLLRPYKGTIKIDGLSLEEDPAAYRKKIGFIP 80
NTDB id 473 HSISS4 RS07770 WP 021143710.1 MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIP 80
NTDB id 481 STER RS07730 WP 002951673.1 MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIP 80
consensus !!!*!**!!!!*!!!!!!!*!!*!*!!*!!!!!!!!!!!!!!!!!!!!!!!*!!*!*!*!!!!****!!!*!!*!!!*!!

logo ETPSLYEELTLAREHI
LETI

V
A
LMAYDGI

L
E
DVSTDEAGFMAEVRAQDPKLYLKTLYFRLLDDERKLDWYFPSTQFSKGMKQKVMI ICAF I IVDNPSLF I LVDEPF

NTDB id 1127369 FGK96 RS08745 WP 138083141.1 ETPSLYEELTLAEHIETIAMAYDIEVSDAFERAQPLLKTYRLLDRLDWYPSQFSKGMKQKVMIICAFIIDPSLFILDEPF 160
NTDB id 473 HSISS4 RS07770 WP 021143710.1 ETPSLYEELTLREHLETVLMAYGLDVTEGMVRADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPF 160
NTDB id 481 STER RS07730 WP 002951673.1 ETPSLYEELTLREHLETVLMAYGLDVTEGMARADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPF 160
consensus !!!!!!!!!!!*!!*!!**!!!***!**** !!***!!**!!***!!!*!*!!!!!!!!!!!!!!!!!**!!!!!*!!!!

logo LGLDPLAI SDL INEYLLEAVEEKGANKGKAS I LMSTHVLDSAEKMCDSRFVI LHQHGEQVIRLAQGTI
L
D
E
S

D
ELRAQTFGNDDPSKSASLNDIYLMAQLTTKEG

NTDB id 1127369 FGK96 RS08745 WP 138083141.1 LGLDPLAISDLINYLEVEKGKGKSILMSTHVLDSAEKMCDSFVILHQGEIRAQGTLSDLRATFGNPKASLNDIYLALTTE 240
NTDB id 473 HSISS4 RS07770 WP 021143710.1 LGLDPLAISDLIELLAEEKAKGKAILMSTHVLDSAEKMCDRFVILHHGQVLAQGTLEELRQTFGDDSASLNDIYMQLTKG 240
NTDB id 481 STER RS07730 WP 002951673.1 LGLDPLAISDLIELLAEEKANGKSILMSTHVLDSAEKMCDRFVILHHGQILAQGTIDELRQTFGDSSASLNDIYMQLTKG 240
consensus !!!!!!!!!!!!**!**!!**!!*!!!!!!!!!!!!!!!!*!!!!!*!***!!!!***!!*!!!* *!!!!!!!**!!**

logo

V
ELS

NTDB id 1127369 FGK96 RS08745 WP 138083141.1 V.. 241
NTDB id 473 HSISS4 RS07770 WP 021143710.1 ELS 243
NTDB id 481 STER RS07730 WP 002951673.1 ELS 243
consensus ***

X non conserved
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X ≥ 50% conserved


