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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPV.WQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQR 74
NTDB id 112736 PFLUOLIPICF7 RS20050 WP 238986337.1 MRTGMFAFALGLLALRFLPALPPTGWLIALLVLALML......LPFR...T....YPLAFFLLGLSWACISAQWA 62
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGLLL......LPFR...W....RPLAFFLFGLVWACLNAQWA 62
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NTDB id 1426 RS RS05575 WP 011001070.1 LSVVLAPAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRA 149
NTDB id 112736 PFLUOLIPICF7 RS20050 WP 238986337.1 LDDRLRPALEGQTRWVEGQVSGLPQQTGDGVRFVLTDSR.SRNARLPKRIRVSWRG................... 117
NTDB id 1199 PSJM300 12650 AFN78592.1 LDDRLPVDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIH.SRHAGLPSRIRLAWYG................... 117
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NTDB id 1426 RS RS05575 WP 011001070.1 GIPDLQPGQRWQLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRA 224
NTDB id 112736 PFLUOLIPICF7 RS20050 WP 238986337.1 .GPPVRSGERWRLAITLKRPAGLLNFHGFDQEAWLLAQRIGATGTVKDGERLAPA..............TAAWRD 177
NTDB id 1199 PSJM300 12650 AFN78592.1 .GPEIRSGERWRLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRD 179
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NTDB id 1426 RS RS05575 WP 011001070.1 AVRRHLLAALPEARYAPVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGL 299
NTDB id 112736 PFLUOLIPICF7 RS20050 WP 238986337.1 SVRQRLLAVDAQGR.EAGLIALVLGDGSGLAAADWQVLQDTGTVHLLVISGQHIGLLAGLIYGLIAGLARYGFWP 251
NTDB id 1199 PSJM300 12650 AFN78592.1 RLRQRLLTVEAHGR.AGAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLLARWGIWP 253
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NTDB id 1426 RS RS05575 WP 011001070.1 ARWLRTPLPLRMPAQRAGAVAAMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALV 374
NTDB id 112736 PFLUOLIPICF7 RS20050 WP 238986337.1 RTWPWLP.........WACGLAFTTALGYGLLAGFGVPVQRACVMVGLVLLWRWRLRHLGLWRPLLLALNGVLVL 317
NTDB id 1199 PSJM300 12650 AFN78592.1 QRLPWLP.........WACGLAFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMV 319
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NTDB id 1426 RS RS05575 WP 011001070.1 DPWAVMSAGGWLSFGAVAVIFLAARIVAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSV 449
NTDB id 112736 PFLUOLIPICF7 RS20050 WP 238986337.1 EPLASVQPGFWLSFAAVAVLILAYGGR.......L.......GPWSLWQAWTRPQWLIAIGLFPVLLVLGLPISL 378
NTDB id 1199 PSJM300 12650 AFN78592.1 DPLASLQPGFWLSFVAVALLIWIFRGR.......L.......GVPSWWRALLYAQWAMALGLLPAMLVLGLPVSL 380
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NTDB id 1426 RS RS05575 WP 011001070.1 VSAVANALAIPVVSFVTTPLALMGTAL.PEPWSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLA 523
NTDB id 112736 PFLUOLIPICF7 RS20050 WP 238986337.1 SAPFANLVAVPWISLVVLPLALLGSALLVLPFVGEGLLWLAGGALDALFNGLAWLAGRMPAWIPAEVPPGYWLVS 453
NTDB id 1199 PSJM300 12650 AFN78592.1 SGPLANLLAVPWISVLVVPLALLGSFLLWVPWLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLV 455
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NTDB id 1426 RS RS05575 WP 011001070.1 VVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDL 598
NTDB id 112736 PFLUOLIPICF7 RS20050 WP 238986337.1 LLGATLLLLPKGVP...FRVLGWPMLLLAVFPPRAPVPDGQVEVTQLDVGQGQSLILRTRHHTLLYDAGPRSGAF 525
NTDB id 1199 PSJM300 12650 AFN78592.1 ALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF 527
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NTDB id 1426 RS RS05575 WP 011001070.1 ADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAG 673
NTDB id 112736 PFLUOLIPICF7 RS20050 WP 238986337.1 .DLGARVVLPSLRKLGIGELDMLLLSHADADHAGGAAAIAKGMPIKRVVGGETEGL.......PISLGTQPCVSG 592
NTDB id 1199 PSJM300 12650 AFN78592.1 .DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQRAMPVGAVLSGEPERL.......PAALDARSCRTG 594
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NTDB id 1426 RS RS05575 WP 011001070.1 QRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLAGDIGRAQEAALIAAEAPERLMADILLVPH 748
NTDB id 112736 PFLUOLIPICF7 RS20050 WP 238986337.1 ERWTWDGVTFELWQWP......DAISGNAKSCVLQVQAKGERLLLTGDIDRAAEQAMLAS..PLAVPTDWLQAPH 659
NTDB id 1199 PSJM300 12650 AFN78592.1 QRWTWNQVNFSVWRWP......QATNGNQASCVLMVEAAGERLLLTGDIDAQAERALVDG..GMEVNARWLLAPH 661
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NTDB id 1426 RS RS05575 WP 011001070.1 HGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRTDATGAVVIETRGDALAVRTARSMR 823
NTDB id 112736 PFLUOLIPICF7 RS20050 WP 238986337.1 HGSRSSSSWPFVERLAPRSVLISRGRSNAFGHPHPQVMARYQRLGSQVYDSAEQGAVRLRLGA..FAAPVVARSQ 732
NTDB id 1199 PSJM300 12650 AFN78592.1 HGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDTAEHGALSLQLGA..FGGARRMRDE 734
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NTDB id 1426 RS RS05575 WP 011001070.1 PRYWSSALEVAALAETTEPTGAQP 847
NTDB id 112736 PFLUOLIPICF7 RS20050 WP 238986337.1 RRFWRERLP............... 741
NTDB id 1199 PSJM300 12650 AFN78592.1 PRFWREK................. 741
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