
logo

MT
M
K
M
SKQRKVI LLI IVEDDEEKHNPLI LASDRLFI LIVDKSYFLHENMLAENQTHKEGYADEVTI

E
V
I
L
T
K
V
A
E
D
F
D
NGRSTEGALKSEEKLMQFYALTEAESKEHNQDFPYDFIL I ILLDI

LMLPQE I
M
LDGI

F
LEVCTARKETRVILQRAQKKNTEGI

K
S
H
Q
S
D
V
T
Y
P I LIMM

NTDB id 606 V4T04 RS01910 WP 003130756.1 MTSKKILIIEDEKNLARFVSLELEHEGYATEIKDNGRSGLEEATSKDYDLILLDLMLPELDGFEVARRLRKE.KDTPIIM 79
NTDB id 471 HSISS4 RS01430 WP 002883757.1 .MSKRILIVEDEKNLARFVSLELQHEGYDVVTADNGREGLEMALEKDFDLILLDLMLPEMDGFEVTRRLQQE.KDTYIMM 78
NTDB id 1127350 FGK96 RS06675 WP 138082471.1 .MKKQVLLVDDEEHILRLLDYHLNKEGYETELVEDGRTALKLAESEHYDFILLDIMLPQLDGIEVCKRIRAKGIQTPIMM 79
NTDB id 374 SMU RS06885 WP 002262930.1 ..MKKILIVDDEKPISDIIKFNLAKEGYDTITAFDGREALSKYEEENPDLIILDLMLPELDGLEVAKEVRKN.SHVPIIM 77
NTDB id 413 AAK55817.1 141..845( ) ..MKKILIVDDEKPISDIIKFNMTKEGYEVVTAFNGREALEQFEAEQPDIIILDLMLPEIDGLEVAKTIRKT.SSVPILM 77
consensus !**!***!!* * *** * * *!!!*******!!**!* ** * *!*!*!!*!!!**!!*!!****** **!*!

logo

V
L
M
T
SARKSDDS ITEMFDI

R
KVLAIAGLDERILGADDYMIVVTKPFASPINERELQVLAR I

L
V
R
KAFHILTFLRREIQSTQDEHIKNPGIMEADEHPVASADKSVEGNVEQRAEFEANADSAGKPREIPAKPQEAEFNPSTWI IQTSYFIDGRDLEKQVLI LVYDKVPEQTDRANFHYRETVI

A
V
H
V
Y
K
R
K
D
R
Y
G
D
G
K
I
K
T
E
A
L
V
E

NTDB id 606 V4T04 RS01910 WP 003130756.1 MTARDSTMDRVAGLDIGADDYITKPFAIEELLARVRAFFRREEHGHAV.E.....RAENTSFRDLVIDKTNRTVHRGKKV 153
NTDB id 471 HSISS4 RS01430 WP 002883757.1 MTARDSIMDIVAGLDRGADDYIVKPFAIEELLARIRATFRRQDIEAAKNA.....PAKASTYRDLKLDVQNRTVVRGDEA 153
NTDB id 1127350 FGK96 RS06675 WP 138082471.1 VSAKSDEFDKVLALELGADDYMTKPFSPRELVARLKAILRRIDKEDSSERF....AEEFWSFDDLVIYPERHEIYKDKIL 155
NTDB id 374 SMU RS06885 WP 002262930.1 LSAKDSEFDKVIGLEIGADDYVTKPFSNRELLARVKAHLRRTENIESAVAEENASGIPEIIIGDLQILPDAFVAKKRGTE 157
NTDB id 413 AAK55817.1 141..845( ) LSAKDSEFDKVIGLELGADDYVTKPFSNRELQARVKALLRRSQPMPVDGQ.EADSKPQPIQIGDLEIVPDAYVAKKYGEE 156
consensus **!*****!*!**!**!!!!!**!!!* *!!*!!**! *!! * ** !! * ** * *

<0

logo

V
I
L
E
N
P
D
V
LTKPRHKREYFDELLHNYLYHTLLMVAKQTSNHMPVTNGDMQTVI

L
V
MTREERHLVLLSERQTI

VWKGYEDDEFYAFGI
Q
T
G
D
E
V
T
N
R
L
T
VVDVHTYVIGRKRYLRDGNEKIDEDDTVEPKGSKNQRDEPKESFYIKLQTI

R
VRGLMYVGYKVYFIMKRGNSENRYKADKQDE

NTDB id 606 V4T04 RS01910 WP 003130756.1 IDLTRREYDLLLTLMQNVGDVVTREHLVSQVWGYEEGTETNVVDVYIRYLRNKID.VEGQDSYIQTVRGLGYVMRERK.. 230
NTDB id 471 HSISS4 RS01430 WP 002883757.1 IPLTKREFDLLNTLLSNMNQVMTREELLLQVWKYDDAIETNVVDVYIRYLRGKID.VPGKESYIQTVRGMGYVIREK... 229
NTDB id 1127350 FGK96 RS06675 WP 138082471.1 LNVTPKEFELLLYLVKHPNMTLTRERLLERIWGYDFGQETRLVDVHIGKLRDKIEDDPKNPKFIKTIRGYGYKFKGKQDE 235
NTDB id 374 SMU RS06885 WP 002262930.1 VELTHREFELLHHLATHTGQVMTREHLLETVWGYDYFGDVRTVDVTVRRLREKIEDTPSRPEYILTRRGVGYYMKSYD.. 235
NTDB id 413 AAK55817.1 141..845( ) LDLTHREFELLYHLASHTGQVITREHLLETVWGYDYFGDVRTVDVTVRRLREKIEDTPSRPEYILTRRGVGYYMRNNA*. 234
consensus ***! *!**!! !*** ****!!!*!** *!*!*** ****!!! ***!!*!!** * ** *! !*!!*!! ** *

logo

EKS
NTDB id 606 V4T04 RS01910 WP 003130756.1 ... 230
NTDB id 471 HSISS4 RS01430 WP 002883757.1 ... 229
NTDB id 1127350 FGK96 RS06675 WP 138082471.1 EKS 238
NTDB id 374 SMU RS06885 WP 002262930.1 ... 235
NTDB id 413 AAK55817.1 141..845( ) ... 234
consensus

X non conserved

X similar

X ≥ 50% conserved


