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NTDB id 1127346 FGK96 RS05770 WP 138082182.1 MSKKQPHFKKVNGILLALLITGLIAFTQGHYLASDNPFQQVLQTISGQGKNQKVSKNSTNPATPSYQLASSVLTPQVKKQ 80
NTDB id 262 KZH43 RS08770 WP 001036779.1 MNKKT..RQTLIGLLVLL......LLSTGSYYIKQMPSAP.......NSPKTNLSQKKQASEAPSQALAESVLTDAVKSQ 65
NTDB id 221 SPD RS09380 WP 001036779.1 MNKKT..RQTLIGLLVLL......LLSTGSYYIKQMPSAP.......NSPKTNLSQKKQASEAPSQALAESVLTDAVKSQ 65
NTDB id 187 SPR RS08930 WP 001036779.1 MNKKT..RQTLIGLLVLL......LLSTGSYYIKQMPSAP.......NSPKTNLSQKKQASEAPSQALAESVLTDAVKSQ 65
NTDB id 152 SP RS09870 WP 001036779.1 MNKKT..RQTLIGLLVLL......LLSTGSYYIKQMPSAP.......NSPKTNLSQKKQASEAPSQALAESVLTDAVKSQ 65
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NTDB id 1127346 FGK96 RS05770 WP 138082182.1 LGQKIVWNGAGAFIINNNKTDLKAKVSSVPYANNEIKIVESKKVPFRANALLTKSTRQYRNRNETGNGYSFWKPVGWHQV 160
NTDB id 262 KZH43 RS08770 WP 001036779.1 IKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQV 145
NTDB id 221 SPD RS09380 WP 001036779.1 IKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQV 145
NTDB id 187 SPR RS08930 WP 001036779.1 IKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQV 145
NTDB id 152 SP RS09870 WP 001036779.1 IKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQV 145
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NTDB id 1127346 FGK96 RS05770 WP 138082182.1 HGLPGEYDHAVDRGHLLGYALVGGLKGYDASTSNPSNIAVQMAWANQADLSDSTGQNYYETLIRKALDRNKRVRYRVTLL 240
NTDB id 262 KZH43 RS08770 WP 001036779.1 KNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLY 225
NTDB id 221 SPD RS09380 WP 001036779.1 KNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLY 225
NTDB id 187 SPR RS08930 WP 001036779.1 KNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLY 225
NTDB id 152 SP RS09870 WP 001036779.1 KNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLY 225
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NTDB id 1127346 FGK96 RS05770 WP 138082182.1 YEKN.NIISSGSHLEAKSDDGHLEFNVFVPNVQKGLRVNYQTGQVEQQSDQKAS 293
NTDB id 262 KZH43 RS08770 WP 001036779.1 YASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ..... 274
NTDB id 221 SPD RS09380 WP 001036779.1 YASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ..... 274
NTDB id 187 SPR RS08930 WP 001036779.1 YASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ..... 274
NTDB id 152 SP RS09870 WP 001036779.1 YASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ..... 274
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