
logo MNDFEKI EKAAYENL ILLEDNSCQLR I
LENTEQI

L
K
HTHI

LYDAL I EQNAYCYLGADEGASDEDQFVI LKKENNGKDKLYRAQLNLSKEEWRRASFQF I F IKAGTQTS
NTDB id 1127333 FGK96 RS00665 WP 138080444.1 MNFEKIEKAYELILENSQLIENEIKTHIYDALIEQNAYYLGADGASEQVLKNNGDLYALNLSKEEWRRAFQFIFIKAGQT 80
NTDB id 392 SMU RS09000 WP 002263442.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS 80
NTDB id 401 FSA28 RS09370 WP 002291646.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS 80
consensus !*!!!!!*!!*!*!*!*!**!****!!*!!!!!!!!!*!!!!*!!******!!**!**!!!!!!!!!!*!!!!!!!!*!*
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QLQASNHQFTPDS IAGF IMI LFYLMLEQGLHTGNGKDSSQLDVI I E IGSGTGNLAQETLI LVNNSLSKKS IDYI

L
MGLI ELVDDLL IDLSAS IAEDVMLKDSS

NTDB id 1127333 FGK96 RS00665 WP 138080444.1 EKLQANHQFTPDSIAFIMLFLMEQLHGGDSLDVIEIGSGTGNLAQTLLNNSLKKIDYLGLELDDLLIDLSASIAEVMKSS 160
NTDB id 392 SMU RS09000 WP 002263442.1 QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYMGIEVDDLLIDLSASIADVLDSS 160
NTDB id 401 FSA28 RS09370 WP 002291646.1 QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYIGIEVDDLLIDLSASIADVLDSS 160
consensus **!!*!!!!!!!!!*!!*!*!*!*!*****!!*!!!!!!!!!!!*!**!!!*!*!!!*!*!*!!!!!!!!!!!!*!**!!
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HFLVQEDAVRPQVI LKESDVI I I SDLPVGYFYPNDEKIASQRYQVVASAAKELGHTYAHHLLMEQSLKYLKKNEGFLAI FLAPSVNDLLNTSSEQ

NTDB id 1127333 FGK96 RS00665 WP 138080444.1 ATFLQEDAVRPQVLKESDIIISDLPVGYYPNDEIASRYQVVSAEGHTYAHHLLMEQSLKYLKKNGFAIFLAPSNLLNSSQ 240
NTDB id 392 SMU RS09000 WP 002263442.1 VHFVQEDAVRPQILKESDIIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ 240
NTDB id 401 FSA28 RS09370 WP 002291646.1 VHFVQEDAVRPQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ 240
consensus **!*!!!!!!!!*!!!!!*!!!!!!!!*!!!!*!!*!!!!****!!!!!!!!!!!!!!!!!!!*!*!!!!!!**!!*!*!

logo SDPLLKKWLKQDNYNAVQTLIRLVAVLITSLPDESALI FGKNQQKASNAIKS I IFVLQKKNQTSEQKQNSGLETSFVYPLTDLQSDPQETVVLQRRFMEKENFKKWKQEDNVFS
NTDB id 1127333 FGK96 RS00665 WP 138080444.1 SDLLKKWLKDYAQLRVVLTLPDSLFGNQANAKSIIVLQKNTEKNGETFVYPLTDLQSPQTVQRFMEEFKKWKQDNVFS 318
NTDB id 392 SMU RS09000 WP 002263442.1 SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF. 317
NTDB id 401 FSA28 RS09370 WP 002291646.1 SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF. 317
consensus !*!!!!!!********!**!!***!****!*!!!*!!*!******!*!!!!!!!!!*!****!!!**!!!!!*!!!!
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