
logo MATS IDKSKFEQFVEKLRDSDYFASEVTIDAPASYSYWKSVFMRQFFSKRKKSTTVFVML IG I L IATI I LMSF IYP I
MFASNKYFDFGNDVSNKI

VNDFSKVLR
NTDB id 1127308 FGL04 RS07735 WP 007893576.1 MATIDKSKFEFVELDSYASEVIDAPAYSYWKSVFRQFFSRKSTVFMLIILIAIILMSFIYPIFANYDFGDVSNINDFSKR 80
NTDB id 477 HSISS4 RS06990 WP 021143810.1 MASIDKSKFQFVKRDDFASETIDAPAYSYWKSVMRQFFKKKSTTVMLGILIAIILMSFIYPMFSKFDFNDVSKVNDFSVR 80
NTDB id 326 STU RS16120 WP 002946409.1 MASIDKSKFQFVKRDDFASETIDAPSYSYWKSVMRQFFKKKSTVVMLGILITIILMSFIYPMFSKFDFNDVSKVNDFSLR 80
NTDB id 294 STER RS06920 WP 002946409.1 MASIDKSKFQFVKRDDFASETIDAPSYSYWKSVMRQFFKKKSTVVMLGILITIILMSFIYPMFSKFDFNDVSKVNDFSLR 80
consensus !!*!!!!!!*!!**!**!!!*!!!! !!!!!!!*!!!!**!!!**!!*!!! !!!!!!!!!*!***!!*!!!**!!!!*!

logo YI
V
S
HPSNAEQYWFGTDQSGNGQKSLFDGSVWYFGARNS I L I SAVIATVF ILNMVLVI LIGVLLVI

VGALVWGVI SKATVFDKMVIMI
MEVIYNVI I SNLIPAQSMLL IV I

V IV
NTDB id 1127308 FGL04 RS07735 WP 007893576.1 YISPSAEYWFGTDQNGQSLFDGVWYGARNSILISVIATVINMLLGVVIGALWGVSKAVDKVMIEVYNVISNLPQMLIIIV 160
NTDB id 477 HSISS4 RS06990 WP 021143810.1 YVHPNAQYWFGTDSNGKSLFDSVWFGARNSILIAVIATFINVVIGLVVGAVWGISKTFDMIMMEIYNIISNIPALLVVIV 160
NTDB id 326 STU RS16120 WP 002946409.1 YVHPNAQYWFGTDGNGKSLFDSVWFGARNSILIAVIATFLNVIIGLLVGAVWGISKTFDMIMMEIYNIISNIPSLLVVIV 160
NTDB id 294 STER RS06920 WP 002946409.1 YVHPNAQYWFGTDGNGKSLFDSVWFGARNSILIAVIATFLNVIIGLLVGAVWGISKTFDMIMMEIYNIISNIPSLLVVIV 160
consensus !**!*!*!!!!!!*!!*!!!!*!!*!!!!!!!!*!!!!**!***!***!!*!!*!!**!**!*!*!!*!!!*!**!**!!

logo LTYS ILGAGFWNLMI FAFMCTVTGWIG IAYSTVIRVIQVI LMRYRDLEYNLASQRNTLGTPTHAKIAVTVIKNLI LMPQLVSVIVSTMVASLQLLPAGYF I S
NTDB id 1127308 FGL04 RS07735 WP 007893576.1 LTYSIGAGFWNLIFAFCVTGWIGIAYSVRVQVLRYRDLEYNLASQTLGTPTHKIATKNLLPQLVSVIVSMVSLLLPAYIS 240
NTDB id 477 HSISS4 RS06990 WP 021143810.1 LTYSLGAGFWNMIFAMTVTGWIGIAYTIRIQIMRYRDLEYNLASRTLGTPTAKIVVKNIMPQLVSVIVTMASQLLPGFIS 240
NTDB id 326 STU RS16120 WP 002946409.1 LTYSLGAGFWNMIFAMTVTGWIGIAYTIRIQIMRYRDLEYNLASRNLGTPTAKIVIKNIMPQLVSVIVTMASQLLPGFIS 240
NTDB id 294 STER RS06920 WP 002946409.1 LTYSLGAGFWNMIFAMTVTGWIGIAYTIRIQIMRYRDLEYNLASRNLGTPTAKIVIKNIMPQLVSVIVTMASQLLPGFIS 240
consensus !!!!*!!!!!!*!!!**!!!!!!!!!**!*!**!!!!!!!!!!!* !!!!!*!!**!!**!!!!!!!!*!*!*!!!**!!

logo

S
YEAFLSFYFGLGLPLVSTETPSLGRL I SNDYSASQNLVTTVNAYLFWIPLTTL I LVSLPALYF IVGQNLADASDPRTHR

NTDB id 1127308 FGL04 RS07735 WP 007893576.1 SEAFLSFFGLGLPLSEPSLGRLISNYSSNLTTNAYLFWIPLTTLILVSLPLYIVGQNLADASDPRTHR 308
NTDB id 477 HSISS4 RS06990 WP 021143810.1 YEAFLSYFGLGLPVTTPSLGRLISDYAQNVTVNAYLFWIPLTTLILVSLALFIVGQNLADASDPRTHR 308
NTDB id 326 STU RS16120 WP 002946409.1 YEAFLSYFGLGLPVTTPSLGRLISDYAQNVTVNAYLFWIPLTTLILVSLALFIVGQNLADASDPRTHR 308
NTDB id 294 STER RS06920 WP 002946409.1 YEAFLSYFGLGLPVTTPSLGRLISDYAQNVTVNAYLFWIPLTTLILVSLALFIVGQNLADASDPRTHR 308
consensus *!!!!!*!!!!!!***!!!!!!!!*!**!*!*!!!!!!!!!!!!!!!!!*!*!!!!!!!!!!!!!!!!
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