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G YDIRAMGARPLRRT I Qo) YYWENPTEKNL . KAML SENENEVIKSAKKLDKAQSVSQQKD
G YDPIMGARPLRRT I Qa3 FYWEHPEQKEL . KAMMTENEKEVIKASNKVETVTKATSD. .
19G{DWAYG ARPLRRIAT QI€: ELWMRGNIHKGQHEVEDVEDEEFVVKTTAKTN . . ... .. ...
\/G DPIAYGARPLR I\ QLMSGEIKAGNH GA.NKK KIAQIV.............
LLWKGDLVAGSI GVKA ..............
LLWKGDLVAGSI GVKAGQ ..............
LLWMKGDLVAGSTEKEGVKAQ
LIMSGKLASGQTEKEGIQKEK
LLMGGQVVSGQTEKEGCEKDK
LLMGGQVVSGQTRKMGCEKDKBTFTVV . . ... oot
* % % * *x %

*

X non conserved
B similar
> 50% conserved

748
752
752
752
752
760
753
810
816
810
810
810
813
816
816



