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NTDB id 112730 PFLUOLIPICF7 RS12095 WP 038453821.1 MAKAKRMYGCTECGATFPKWAGQCTECGAWNTLTETMIESGGAAAPTGRAGWTGQQAQIKTLAEVSVEEIPRFST 75
NTDB id 125 BSU 00870 NP 387968.1 MAKTKSKFICQSCGYESPKWMGKCPGCGAWNTMVEEMIKKAPANRRAAFSHSVQTVQKPSPITSIETSEEPRVKT 75
NTDB id 537 SMSK321 RS07120 WP 080550752.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINVNRTKT 72
NTDB id 509 SM12261 RS00130 WP 078228442.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINVNRTKT 72
NTDB id 279 KZH43 RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINVNRTKT 72
NTDB id 238 SPD RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINVNRTKT 72
NTDB id 204 SPR RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINVNRTKT 72
NTDB id 169 SP RS00155 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINVNRTKT 72
consensus !!!*!****!**!!***!!**!*!**!!*!****!***************** ****************!**!

logo

A
Q
E
L
S
M
G
EELFDNRVLGGGLVVDKPGSVLVL IGGDPGIGKSTI

LLLQTVLSACTSQI
L
A
S
G
S

Q
R
S
V
SM
N
G
P
S
T
A
VLYI

V
T
SGEESQVAKQQTVIAKMLRADRERLGI

L
D
N
P
I
N
Q
D
D
P
S
Q
S
E
L
F
H
R
Y
V
L

NTDB id 112730 PFLUOLIPICF7 RS12095 WP 038453821.1 ASGELDRVLGGGLVDGSVVLIGGDPGIGKSTILLQTLCSIASR.MPALYVTGEESQQQVAMRARRLGLPQDQLRV 149
NTDB id 125 BSU 00870 NP 387968.1 QLGEFNRVLGGGVVKGSLVLIGGDPGIGKSTLLLQVSAQLSGSSNSVLYISGEESVKQTKLRADRLGINNPSLHV 150
NTDB id 537 SMSK321 RS07120 WP 080550752.1 EMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYL 146
NTDB id 509 SM12261 RS00130 WP 078228442.1 EMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYL 146
NTDB id 279 KZH43 RS00140 WP 074017595.1 EMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYL 146
NTDB id 238 SPD RS00140 WP 074017595.1 EMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYL 146
NTDB id 204 SPR RS00140 WP 074017595.1 EMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYL 146
NTDB id 169 SP RS00155 WP 074017595.1 EMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYL 146
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NTDB id 112730 PFLUOLIPICF7 RS12095 WP 038453821.1 MTETCIESIIATARIEKPKVMVIDSIQTIFTEQLQSAPGGVSQVRESAALLVRYAKQSGTAIFLVGHVTKEGALA 224
NTDB id 125 BSU 00870 NP 387968.1 LSETDMEYISSAIQEMNPSFVVVDSIQTVYQSDITSAPGSVSQVRECTAELMKIAKTKGIPIFIVGHVTKEGSIA 225
NTDB id 537 SMSK321 RS07120 WP 080550752.1 YAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLA 221
NTDB id 509 SM12261 RS00130 WP 078228442.1 YAETNMQSVRTEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLA 221
NTDB id 279 KZH43 RS00140 WP 074017595.1 YAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLA 221
NTDB id 238 SPD RS00140 WP 074017595.1 YAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLA 221
NTDB id 204 SPR RS00140 WP 074017595.1 YAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLA 221
NTDB id 169 SP RS00155 WP 074017595.1 YAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLA 221
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NTDB id 112730 PFLUOLIPICF7 RS12095 WP 038453821.1 GPRVLEHMVDTVLYFEGESDGRLRLLRAVKNRFGAVNELGVFAMTDRGLKEVSNPSAIFLTRAQEEVPGSVVMAT 299
NTDB id 125 BSU 00870 NP 387968.1 GPRLLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEMGIFEMREEGLTEVLNPSEIFLEERSAGSAGSSITAS 300
NTDB id 537 SMSK321 RS07120 WP 080550752.1 GPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVT 296
NTDB id 509 SM12261 RS00130 WP 078228442.1 GPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVT 296
NTDB id 279 KZH43 RS00140 WP 074017595.1 GPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVT 296
NTDB id 238 SPD RS00140 WP 074017595.1 GPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVT 296
NTDB id 204 SPR RS00140 WP 074017595.1 GPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVT 296
NTDB id 169 SP RS00155 WP 074017595.1 GPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVT 296
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NTDB id 112730 PFLUOLIPICF7 RS12095 WP 038453821.1 WEGTRPMLVEVQALVDDSHLANPRRVTLGLDQNRLAMLLAVLHRHGGIPTHDQDVFLNVVGGVKVLETASDLALM 374
NTDB id 125 BSU 00870 NP 387968.1 MEGTRPILVEIQALISPTSFGNPRRMATGIDHNRVSLLMAVLEKRVGLLLQNQDAYLKVAGGVKLDEPAIDLAIV 375
NTDB id 537 SMSK321 RS07120 WP 080550752.1 MEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVA 371
NTDB id 509 SM12261 RS00130 WP 078228442.1 MEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVA 371
NTDB id 279 KZH43 RS00140 WP 074017595.1 MEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVA 371
NTDB id 238 SPD RS00140 WP 074017595.1 MEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVA 371
NTDB id 204 SPR RS00140 WP 074017595.1 MEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVA 371
NTDB id 169 SP RS00155 WP 074017595.1 MEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVA 371
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NTDB id 112730 PFLUOLIPICF7 RS12095 WP 038453821.1 AAVMSSLRNRPLPHDLLVFGEVGLSGEVRPVPSGQERLKEAAKHGFKRAIVPKGNAPK.ESPPGITIIGVTRLEQ 448
NTDB id 125 BSU 00870 NP 387968.1 ISIASSFRDTPPNPADCFIGEVGLTGEVRRVSRIEQRVKEAAKLGFKRMIIPAANLDGWTKPKGIEVIGVANVAE 450
NTDB id 537 SMSK321 RS07120 WP 080550752.1 VAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITPPMEIQVIGVTTIQE 446
NTDB id 509 SM12261 RS00130 WP 078228442.1 VAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITPPKEIQVIGVTTIQE 446
NTDB id 279 KZH43 RS00140 WP 074017595.1 VAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQE 446
NTDB id 238 SPD RS00140 WP 074017595.1 VAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQE 446
NTDB id 204 SPR RS00140 WP 074017595.1 VAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQE 446
NTDB id 169 SP RS00155 WP 074017595.1 VAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQE 446
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NTDB id 112730 PFLUOLIPICF7 RS12095 WP 038453821.1 ALDALFE. 455
NTDB id 125 BSU 00870 NP 387968.1 ALRTSLGG 458
NTDB id 537 SMSK321 RS07120 WP 080550752.1 VLKKVFA. 453
NTDB id 509 SM12261 RS00130 WP 078228442.1 VLKKVFA. 453
NTDB id 279 KZH43 RS00140 WP 074017595.1 VLKKVFA. 453
NTDB id 238 SPD RS00140 WP 074017595.1 VLKKVFA. 453
NTDB id 204 SPR RS00140 WP 074017595.1 VLKKVFA. 453
NTDB id 169 SP RS00155 WP 074017595.1 VLKKVFA. 453
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