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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKG 71
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKG 71
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKG 73
NTDB id 112729 PFLUOLIPICF7 RS11365 WP 003232445.1 .MARGVNKVILVGTCGQDPEVRYLPNGNAVTNLSLATSEQWTDKQTGQKVEKTEWHRVSMFGKVAEIAGEYLRKG 74
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKG 75
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NTDB id 1103 NMB RS07590 WP 002212976.1 GLVYLEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYEEGYGQSQ.........EAYQRPA 133
NTDB id 1131 NGFG RS05740 WP 003695064.1 GLVYLEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYDEGYGQSQ.........EAYQRPA 133
NTDB id 1390 A4U84 RS00055 WP 021115958.1 SKVYVEGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGG.DFGGNQGSGWNQAPAQTNYNQGGYSDNY 143
NTDB id 112729 PFLUOLIPICF7 RS11365 WP 003232445.1 SQVYIEGKLQTREWEK.DGIKRYTTEIVV.DMQGTMQLLGGRPQG..DQQGQGGMSNS...AP....RPQQSRPQ 138
NTDB id 1166 A1552VC RS00795 WP 000168289.1 SQVYIEGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQG.GMPAQGGMNVP...AQ....QGSWGQPQ 142
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FDDDIPF
NTDB id 1103 NMB RS07590 WP 002212976.1 QQSRQPASDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 QQSRQPAPDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 AQNNNFNGG....NATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 112729 PFLUOLIPICF7 RS11365 WP 003232445.1 ...PSQQPQ....RESRPAP.QQAAPQPAPDFDSFDDDIPF 171
NTDB id 1166 A1552VC RS00795 WP 000168289.1 QPAKQHQPM....QQSAPQ..QYSQPQYNEPPMDFDDDIPF 177
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