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NTDB id 615 LCA RS02545 WP 011374200.1 MGQQ.VIACGRQFTAAQL......ADTQNNNYSLPQIKRRPAFLRVKHRLVCQRCQQVV.PPQTCLPDGRHYCAQCLLFG 72
NTDB id 593 KW2 RS05130 WP 021037147.1 MNLILENLLGHLLLEKDISAFNNFTDQVNNENK..LIKIGAMTSVNANKVRCNRCGTIHIKTNVKLPIGAFFCPTCLELG 78
NTDB id 1127288 FGL04 RS02800 WP 225247757.1 ..................MLYR.........KV..LPFQKDSFEGDGKAYYCGRCLSKA.GKDHLLPNEHYYCRQCLVFG 50
NTDB id 277 KZH43 RS10090 WP 000867601.1 MKVN.LDYLGRLFTENELTEEE.........RQ..LAEKLPAMRKEKGKLFCQRCNSTI.LEEWYLPIGAYYCRECLLMK 67
NTDB id 236 SPD RS10765 WP 000867601.1 MKVN.LDYLGRLFTENELTEEE.........RQ..LAEKLPAMRKEKGKLFCQRCNSTI.LEEWYLPIGAYYCRECLLMK 67
NTDB id 202 SPR RS10250 WP 000867601.1 MKVN.LDYLGRLFTENELTEEE.........RQ..LAEKLPAMRKEKGKLFCQRCNSTI.LEEWYLPIGAYYCRECLLMK 67
NTDB id 167 SP RS11275 WP 000867616.1 MKVN.LDYLGRLFTENELTEEE.........RQ..LAEKLPAMRKEKGKLFCQRCNSTI.LEEWYLPIGAYYCRECLLMK 67
NTDB id 507 SM12261 RS09240 WP 000867722.1 MKVN.PNYLGRLFTENELTEEE.........RQ..LAEKLPAMRKEKGKLFCQRCNSTI.LEEWYLPIGTYYCRECLLMK 67
NTDB id 535 SMSK321 RS10515 WP 000867726.1 MKVN.PNYLGRLFTENELTKEE.........RQ..LAEKLPAMRKEKGKLFCQRCDSAI.LDEWYLPIGAYYCRECLLMK 67
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NTDB id 615 LCA RS02545 WP 011374200.1 RLVEGDWLYTVPECHLFENNIPKLTWEGQLTPHQEKAAQAVVEVVQTQKRHVLTAVTGAGKTEMLFQGILVALQKGQRVC 152
NTDB id 593 KW2 RS05130 WP 021037147.1 RVRSDEYFYHLPQQDFPEKT..YLRWTGKLTENQEKISDALCQQITNNQKLLVQAVTGAGKTEMIYQLIEQILSHGGSVG 156
NTDB id 1127288 FGL04 RS02800 WP 225247757.1 RVQSHDKLYYFPAPPFLKGN..YLKWKGSLTPYQESISKQLVENYYLGKWSLVYAVTGAGKTEMIYSVIKEVVNSGKWVA 128
NTDB id 277 KZH43 RS10090 WP 000867601.1 RVRSDQTLYYFPQEDFPKQD..VLKWRGQLTPFQEKVSEGLLQAVDKQKPTLVHAVTGAGKTEMIYQVVAKVINAGGAVC 145
NTDB id 236 SPD RS10765 WP 000867601.1 RVRSDQTLYYFPQEDFPKQD..VLKWRGQLTPFQEKVSEGLLQAVDKQKPTLVHAVTGAGKTEMIYQVVAKVINAGGAVC 145
NTDB id 202 SPR RS10250 WP 000867601.1 RVRSDQTLYYFPQEDFPKQD..VLKWRGQLTPFQEKVSEGLLQAVDKQKPTLVHAVTGAGKTEMIYQVVAKVINAGGAVC 145
NTDB id 167 SP RS11275 WP 000867616.1 RVRSDQTLYYFPQEDFPKQD..VLKWRGQLTPFQEKVSEGLLQVVDKQKPTLVHAVTGAGKTEMIYQVVAKVINAGGAVC 145
NTDB id 507 SM12261 RS09240 WP 000867722.1 RVRSDQSLYYFPQEDFPKQD..VLKWRGQLTPFQDKVSQGLLQAVDKQEPSLVHAVTGAGKTEMIYQVVAKVINAGGAVC 145
NTDB id 535 SMSK321 RS10515 WP 000867726.1 RVRSDQVLYYFPQEDFAKQD..ILKWRGQLTPFQEKVSEGLIQAVDKQEPILVHAVTGAGKTEMIYQVVAKVINAGGAVC 145
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NTDB id 615 LCA RS02545 WP 011374200.1 LAAPRVAVCLELYPRLQAAFATTSIMLMHGEQTEPYRYTQLVICTTHQLLKFYHAFDTVIVDEVDAFPFVDNPVLATAVE 232
NTDB id 593 KW2 RS05130 WP 021037147.1 LASPRIDVCIELHQRLSRDFTCQIPLLYHE..GDSYFRSPLVVMTSHQLLRFKEAFDLLIIDEVDAFPFRDNDMLYFALE 234
NTDB id 1127288 FGL04 RS02800 WP 225247757.1 LVSPRVDVCIEVYKRLSRDFSCQTILMHAG..SESYHRAPLVIATTHQLLKFYKAFHLIIIDEVDSFPFVDNPLLNRAVM 206
NTDB id 277 KZH43 RS10090 WP 000867601.1 LASPRIDVCLELYKRLQQDFSCGIALLHGE..SEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVK 223
NTDB id 236 SPD RS10765 WP 000867601.1 LASPRIDVCLELYKRLQQDFSCGIALLHGE..SEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVK 223
NTDB id 202 SPR RS10250 WP 000867601.1 LASPRIDVCLELYKRLQQDFSCGIALLHGE..SEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVK 223
NTDB id 167 SP RS11275 WP 000867616.1 LASPRIDVCLELYKRLQQDFSCGIALLHGE..SEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVK 223
NTDB id 507 SM12261 RS09240 WP 000867722.1 LASPRIDVCLELYKRLQKDFACEIALLHGE..SEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVK 223
NTDB id 535 SMSK321 RS10515 WP 000867726.1 LASPRIDVCLELYKRLQDDFACEISLLYGE..SEPYFRTPLVVSTTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVK 223
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NTDB id 615 LCA RS02545 WP 011374200.1 QACKPQCALLYLTATPTPAIKRAIAAKQMTVSELPLRFHGHLLPEPQRHVAFNWRAQLKKGRLPKRLERDCQTYLKT.QQ 311
NTDB id 593 KW2 RS05130 WP 021037147.1 NAKKINGTLLYLTATSTDKLDKQIKKHEIKRLFLPRRFHGHPLVIPMFFWKKTFYK.............KFIEQRKTGFP 301
NTDB id 1127288 FGL04 RS02800 WP 225247757.1 SALKEEGQLIYLTATSTKFLESEVTKGKLIKLTLPRRFHNNPLIVPKFQLILNFQNYLDKGKLPTKLYSAIQKQTSLPYP 286
NTDB id 277 KZH43 RS10090 WP 000867601.1 NSVKENGLRIFLTATSTNELDKKVRLGELKRLNLPRRFHGNPLIIPKPIWLSDFNRYLDKNRLSPKLKSYIEKQRKTAYP 303
NTDB id 236 SPD RS10765 WP 000867601.1 NSVKENGLRIFLTATSTNELDKKVRLGELKRLNLPRRFHGNPLIIPKPIWLSDFNRYLDKNRLSPKLKSYIEKQRKTAYP 303
NTDB id 202 SPR RS10250 WP 000867601.1 NSVKENGLRIFLTATSTNELDKKVRLGELKRLNLPRRFHGNPLIIPKPIWLSDFNRYLDKNRLSPKLKSYIEKQRKTAYP 303
NTDB id 167 SP RS11275 WP 000867616.1 NSVKENGLRIFLTATSTNELDKKVRLGELKRLNLPRRFHGNPLIIPKPIWLSDFNRYLDKNRLSPKLKSYIEKQRKTAYP 303
NTDB id 507 SM12261 RS09240 WP 000867722.1 NSVKENGLRIFLTATSTDELDRKVRIGELKRLSLPRRFHGNPLIIPKPVWLSDFNHCLEKSRLSPKLKSYIEKQRKTGYP 303
NTDB id 535 SMSK321 RS10515 WP 000867726.1 NSVKENGLRIFLTATSTDELDRKVRIGELKRLSLPRRFHGNPLIIPKPVWLSDFNRYLEKKCLSPKLKSYIEKQRKTGYP 303
consensus ***!*******!!!!*! ************** !!*!!!***!**!************** *******************



logo

I
LLLI FYVAAPSQVEVIDERKFLKLGQEDMPQVFLYKADKNENRSI ILSVQTKEEKLSQLFPAHKNHVEQRKMIAEGTYFLVAHSAS INQTVDTAKPEKNSDQRI

K
L
K
T
E
I
K
L

Q
I
V
T
E
Q
D
AFRAKQDKQRGSQE I

V
L
Q
S
T
L
I
M
LVITSTSTI LERGVTFKSPGNSCAIVADVLFVI

L
V
G
L
N
E
S
A
H
E
NHHMPRNVLFNT

NTDB id 615 LCA RS02545 WP 011374200.1 ILLFVPQVRLLQPVANRLSTLLPAVRIETLHANDPDQIKKITAFRAQQIQLMVTTTILERGVTFKNVAVLVLGAEHMVFN 391
NTDB id 593 KW2 RS05130 WP 021037147.1 LLIFVAEIDFGQDFAKNLQEKFPKEKMAFVASTTKSRKTIVEAFRKKQVSILITTSILERGVTFSSIDVFVINSEHPNFT 381
NTDB id 1127288 FGL04 RS02800 WP 225247757.1 LLIFYPVIEKGQMFYDSLVKSFPNHQIGYVSSQTAKRKELIEDFRQGSLSILVTTTILERGVTFPGADVFVVLAHHHLFT 366
NTDB id 277 KZH43 RS10090 WP 000867601.1 LLIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFT 383
NTDB id 236 SPD RS10765 WP 000867601.1 LLIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFT 383
NTDB id 202 SPR RS10250 WP 000867601.1 LLIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFT 383
NTDB id 167 SP RS11275 WP 000867616.1 LLIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFT 383
NTDB id 507 SM12261 RS09240 WP 000867722.1 LLIFASEIKKGEQLKEIIQEQFPNEKIGFVSSITENRLEQVQAFRDRELTILISTTILERGVTFPCVDVFVVEANHRLFT 383
NTDB id 535 SMSK321 RS10515 WP 000867726.1 LLIFASEIKKGEQLKEILQKEFPHEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFT 383
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NTDB id 615 LCA RS02545 WP 011374200.1 EAVLVQIAGRAGRHKDYAQNPVHFYYQDYTRAIKGACRQIKTQNQRGRRLQSTV 445
NTDB id 593 KW2 RS05130 WP 021037147.1 KSALIQMAGRVGRDSKRPTGLVSFFHSGKSLAMCQAQKEIKKMNRLGGF..... 430
NTDB id 1127288 FGL04 RS02800 WP 225247757.1 SSSLIQIAGSVGRSVDRPNGKVIFFHEGVSSAMYKARKEIIALNKEAYGS.... 416
NTDB id 277 KZH43 RS10090 WP 000867601.1 KSSLIQIGGRVGRSMDRPTGDLLFFHDGLNASIKKAIKEIQMMNKEAGL..... 432
NTDB id 236 SPD RS10765 WP 000867601.1 KSSLIQIGGRVGRSMDRPTGDLLFFHDGLNASIKKAIKEIQMMNKEAGL..... 432
NTDB id 202 SPR RS10250 WP 000867601.1 KSSLIQIGGRVGRSMDRPTGDLLFFHDGLNASIKKAIKEIQMMNKEAGL..... 432
NTDB id 167 SP RS11275 WP 000867616.1 KSSLIQIGGRVGRSMDRPTGDLLFFHDGLNASIKKAIKEIQMMNKEAGL..... 432
NTDB id 507 SM12261 RS09240 WP 000867722.1 KSSLIQIGGRVGRSMDRPTGDLLFFHDGLNTSIKKAIKEIQQMNKEAGL..... 432
NTDB id 535 SMSK321 RS10515 WP 000867726.1 KSSLIQIGGRVGRSMDRPTGDLLFFHDGLNTSIKKAIKEIQQMNKEAGL..... 432
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