
logo ML
K
G
AI ITF IL IL I FGC I

V
L
IV I

V
V
FHEFGHFYFFAKRSGI LVREFAIGMGPKI FSAHVTDGQKQDGTLVYTIRLI LPLGGYVRMAGWGDEDTTE IKT

NTDB id 1127206 FGK99 RS09025 WP 138119825.1 MLGIITFIIIFGILVIVHEFGHFYFAKRSGILVREFAIGMGPKIFSHVDQQGTLYTIRLLPLGGYVRMAGWGDDTTEIKT 80
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
consensus !**!!!!**!!***!**!!!!!!*!!!!!!!!!!!!!!!!!!!!!*!****!!*!!!!*!!!!!!!!!!!!!*!!!!!!!
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NTDB id 1127206 FGK99 RS09025 WP 138119825.1 GTPASLTLNDQGLVKRINLSQSKLDPTSLPMNVTAYDLEDKLTITGLVLDEIKTYSVDHDATIVEEDGTEIRIAPLDVQY 160
NTDB id 323 STU RS10650 WP 011225396.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY 160
NTDB id 291 STER RS01205 WP 011680685.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY 160
consensus !*!!!!!!***!*!*!!!!!****!*!*!!!!!!!!!!!!!!!!!!!!!*!*!!!*!!!!!!!!!!!!!!*!!!!*!!!!
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NTDB id 1127206 FGK99 RS09025 WP 138119825.1 QNASIGGRLITNFAGPMNNFILGIVVFILFAFVQGGVADYHSNHIRVVENGAAAKAGIRDNDQILQINHQKINHWNDLTQ 240
NTDB id 323 STU RS10650 WP 011225396.1 QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE 240
NTDB id 291 STER RS01205 WP 011680685.1 QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE 240
consensus !!!!!*!!!!!!!!!!!!!!!!!**!!!**!!!!!!!*!***!*!*!***!!!***!****!*!**!!**!***!**!**
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NTDB id 1127206 FGK99 RS09025 WP 138119825.1 VVADSTAAIKAKGELEITYK.TGDQVKTIALKPEKKGDQYLIGVQYPLKTSLTDKLIGGFEMAGNGALVIVTALKSLITS 319
NTDB id 323 STU RS10650 WP 011225396.1 ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN 320
NTDB id 291 STER RS01205 WP 011680685.1 ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN 320
consensus *****!********!**!*!****!**!!**!!******!**!!***!!!*!*!!**!!!*!!**!!**!***!!*!!!*

logo FSLDNKLGGPVAMYFQMSNAQAASKENSGLEI SVI LSDLMAGMLS INLGI FNL IP IPALDGGKI LVMNVI I EALIRRKPLKNQETI ETSYITLAGV
NTDB id 1127206 FGK99 RS09025 WP 138119825.1 FSLDKLGGPVAMYQMSNQAAKNGLESVLSLMAMLSINLGIFNLIPIPALDGGKILMNVIEALRRKPLKQETETYITLAGV 399
NTDB id 323 STU RS10650 WP 011225396.1 FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV 400
NTDB id 291 STER RS01205 WP 011680685.1 FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV 400
consensus !!!*!!!!!!!!*!!!*!!***!!*!*!*!!*!!!!!!!!!!!!!!!!!!!!!!*!!*!!!*!!!!!*!!*!*!!!!!!!
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NTDB id 1127206 FGK99 RS09025 WP 138119825.1 AIMVVLMIAVTWNDIMRAFFQG 421
NTDB id 323 STU RS10650 WP 011225396.1 AVMVVLMIAVTWNDIMRAFF.. 420
NTDB id 291 STER RS01205 WP 011680685.1 AVMVVLMIAVTWNDIMRAFF.. 420
consensus !*!!!!!!!!!!!!!!!!!!
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