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600 KW2 RS01765 WP 011675413.1 MRLG
269 KZH43 RS08665 WP 001085462.1 . IMRLG
228 SPD RS09265 WP 001085462.1 . IMRLG
194 SPR RS08825 WP 001085462.1 . IMRLG
159 SP RS09750 WP 001085462.1 . IMRLG
527 SMSK321 RS11065 WP 001085454.1 . IMRLG
499 SM12261 RS08315 WP 078228268.1 . IMRLG
408 SMU RS09530 WP 002262392.1 . IEKINFGKGE MRLG
453 Spy49 1753c ACI62003.1 . IEKPDJFGKGEY MRLG

115 BSU 16940 NP 389576.2 IM LG
625 LCA RS02525 WP 011374196.1

1313 DR RS12030 WP 010888966.1

1245 Cj1673c YP 002345041.1

1214 NCTC11637 00359 SQJ03206.1

1211 C694 RS00795 WP 000963128.1

1334 RAOC RS04870 WP 004918236.1

1389 A4U84 RS07560 WP 021112712.1

1130 NGFG RS03960 WP 003688695.1

1124 NGFG RS03960 WP 003688695.1

1123 0K783 RS03845 WP 003688695.1

1427 RS RS02760 WP 011000510.1

1165 A1552VC RS01565 WP 000344154.1

1142 GTF74 RS11550 WP 000344154.1

1022 ACIAD RS06390 WP 004925639.1

1074 ABD1 RS10195 WP 000344167.1

112717 PFLUOLIPICF7 RS02395 WP 003189042.1
1205 PSJM300 05545 AFN77183.1
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NTDB id 600 KW2 RS01765 WP 011675413.1 EIYGPESSGKTT DELL l 144
NTDB id 269 KZH43 RS08665 WP 001085462.1 EIYGPESSGKTT AMRAQKINGGINAAF IDAEHALDPIN\YARWALGVN DELL SQPD 143
NTDB id 228 SPD RS09265 WP 001085462.1 EIYGPESSGKTT AMIN\QKINGGINNAF IDAEHALDPI\YARWALGVN DELL SQPD 143
NTDB id 194 SPR RS08825 WP 001085462.1 EIYGPESSGKTT AMPNQKINGGIWNAF IDAEHALDPE\YARWALGVN DELL SQPD 143
NTDB id 159 SP RS09750 WP 001085462.1 EIYGPESSGKTT ANIN\QKINGGINNAFIDAEHALDPI\YALWALGVN DELL SQPD 143
NTDB id 527 SMSK321 RS11065 WP 001085454.1 EIYGPESSGKTT AMPNQKINGGIWNAF IDAEHALDPE\YARWALGVN DELL SQPD 143
NTDB id 499 SM12261 RS08315 WP 078228268.1 EIYGPESSGKTT AMBAQKINGGINAAF IDAEHALDPIN\YARWALGVN DELL SQPD 143
NTDB id 408 SMU RS09530 WP 002262392.1 EIYGPESSGKTT AMFNAQKDIGGINNAF IDAEHALDPI\YARWALGVN DELL SQPD 143
NTDB id 453 Spy49 1753c ACI62003.1 EIYGPESSGKTT AMPAQKINGGIWNAF IDAEHALDPE\YARWALGVN DELL QPD 143
NTDB id 115 BSU 16940 NP 389576.2 E YGPESSGKTT AIRYQIAGGAFNAF IDAEHALDPRY A[NJML.GVN ELL SQPD 128
NTDB id 625 LCA RS02525 WP 011374196.1 EIYGPESSGKTT AIRYQ K[0]G GIWNA IDAEA DPJAYARWNLGVN D LL SQPD 130
NTDB id 1313 DR RS12030 WP 010888966.1 P GRIEIYGPESGKTT AMEAQKINGGINSAF IDAEHALDPY Y ARSNLGVNWWDELL SQPDRNIGEQALE T} 142
NTDB id 1245 Cj1673C YP 002345041.1 EIYGPESSGKTT AINEQOKINGGIMGAF IDAEHALDVANY AYNL. GV NEND L SQPDIRGEQALEIY 129
NTDB id 1214 NCTC11637 00359 SQJ03206.1 EIYGPESSGKTT AINGQOKINGGUISAF IDAEHALDNA:IY AJQYI.GV g8 L. SQPD GEQALETI|N 131
NTDB id 1211 C694 RS00795 WP 000963128.1 EIYGPESSGKTT AINMQOKINGGUMASAF IDAEHALDAIY AVSHT.GV gy INLL. SQPD GEQALETI|R 131
NTDB id 1334 RAOC RS04870 WP 004918236.1 EIYGPESSGKTT AQKGGAFIDAEHADYALG N EL SQPDNGEQALETIJA 138
NTDB id 1389 A4U84 RS07560 WP 021112712.1 EIYGPESSGKTT AQKAFIDAEHALDPYALGVNDELL SQPDINGEQALET[# 146
NTDB id 1130 NGFG RS03960 WP 003688695.1 EI GPESSGKTT WMOAF DAEHARDPEIY ARRIL G V]S ELM SQPD GEQALEI[¢ 130
NTDB id 1124 NGFG RS03960 WP 003688695.1 EI GPESSGKTT VMIGAEF DAEHAIJDPNIY AIRBYL G VIS ELNM SQPD GEQALEI[# 130
NTDB id 1123 0K783 RS03845 WP 003688695.1 EI GPESSGKTT WMOAF DAEHARDPUIY AIRIL G V]S ELM SQPD GEQALEI[¢ 130
NTDB id 1427 RS RS02760 WP 011000510.1 EIYGPESSGKTT INGAFETDAEHALDUMRY ADIAL G VIS E LL SQPD GEQALETIJN 138
NTDB id 1165 A1552VC RS01565 WP 000344154.1 EI GPESSGKTT GNEAF IDAEHALDP\YAIQYLGVN DELL SQPD GEQALEI[S 129
NTDB id 1142 GTF74 RS11550 WP 000344154.1 EI GPESSGKTT IGNEAF IDAEHALDP\YAJQULGVN DELL SQPD GEQALEI[S 129
NTDB id 1022 ACIAD RS06390 WP 004925639.1 EIYGPESSGKTT INMAFTDAEHALDPWYABRMML.GV DWNLL SQPDEIGEQALETIIN 129
NTDB id 1074 ABD1 RS10195 WP 000344167.1 EIYGPESSGKTT INGAFIDAEHALDP[R]Y ARRNLGV DNLL SQPDNGEQALET)N 129
NTDB id 112717 PFLUOLIPICF7 RS02395 WP 003189042.1 EIYGPESSGKTT IGAF DAEHALDPIIYAMNLGVN D LL SQPD GEQALEIpN 129

NTDB id 1205 PSJM300 05545 AFN77183.1 EIYGPESSGKTT SQPD GEQALETI 129
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NTDB id 600 KW2 RS01765 WP 011675413.1 VV DSVAALVPKAEI G MGDSEVGLQAR . 218
NTDB id 269 KZH43 RS08665 WP 001085462.1 VVVDSVAALVP AEI GDMGDSHVGLQAR . 217
NTDB id 228 SPD RS09265 WP 001085462.1 VVVDSVAALVP AEI GDMGDSHVGLQAR . 217
NTDB id 194 SPR RS08825 WP 001085462.1 VVVDSVAALVP AEI GDMGDSHVGLQAR . 217
NTDB id 159 SP RS09750 WP 001085462.1 VVVDSVAALVP AEI GDMGDSHVGLQAR . 217
NTDB id 527 SMSK321 RS11065 WP 001085454.1 VVVDSVAALVP AEI GDMGDSHVGLQAR . 217
NTDB id 499 SM12261 RS08315 WP 078228268.1 VVVDSVAALVP AEI GDMGDSHVGLQAR . 217
NTDB id 408 SMU RS09530 WP 002262392.1 VVVDSVAALVP AEI GDMGDSHVGLQAR . 217
NTDB id 453 Spy49 1753c ACI62003.1 VVVDSVAALVP AEI GDPGDSHVGLQAR . 217
NTDB id 115 BSU 16940 NP 389576.2 VVVDSVAALVPKAEI GDMGDSHVGLQAR . 202
NTDB id 625 LCA RS02525 WP 011374196.1 VVDSVAALVP AEI G MGD HVGLQAR . 204
NTDB id 1313 DR RS12030 WP 010888966.1 VVVDSVAALWP AEI GDMGDSJWEGLQAR . 216
NTDB id 1245 Cj1673c YP 002345041.1 VVDSVAALWPKAEI GDMGD[NHVGLQAR 204
NTDB id 1214 NCTC11637 00359 SQJ03206.1 VVVDSVAALWPKAEI GDMGD[NHVGLQAR 206
NTDB id 1211 C694 RS00795 WP 000963128.1 VVVDSVAALWPKAEI GDMGD@HVGLQAR 206
NTDB id 1334 RAOC RS04870 WP 004918236.1 VVVDSVAALWPKAEI GDMGDS GLEAR . 212
NTDB id 1389 A4U84 RS07560 WP 021112712.1 VDSVAALWPKAEI GDMGDSH GLQAR . 220
NTDB id 1130 NGFG RS03960 WP 003688695.1 VVVDSVAALVPKAEI GDMGDSHVGLQAR . 204
NTDB id 1124 NGFG RS03960 WP 003688695.1 VVVDSVAALVPKAEI GDMGDSHVGLQAR . 204
NTDB id 1123 0K783 RS03845 WP 003688695.1 VVVDSVAALVPKAEI GDMGDSHVGLQAR . 204
NTDB id 1427 RS RS02760 WP 011000510.1 V DSVAALVPKAEI MGD [WJGLQAR . 212
NTDB id 1165 A1552VC RS01565 WP 000344154.1 VVDSVAALWPKAEI MGDSH GLQAR . 203
NTDB id 1142 GTF74 RS11550 WP 000344154.1 VVDSVAALIPKAET MGDSH GLQAR . 203
NTDB id 1022 ACIAD RS06390 WP 004925639.1 VVDSVAALIPKAET MGDSH GLQAR . 203
NTDB id 1074 ABD1 RS10195 WP 000344167.1 VVDSVAALYPKAEI MGDSH GLQAR . 203
NTDB id 112717 PFLUOLIPICF7 RS02395 WP 003189042.1 VVDSVAALVPKAEI MGDHVGLQAR INKNANC . 203
NTDB id 1205 PSJM300 05545 AFN77183.1 VDSVAALVPKAETI MGD HVGLQAR NEKNANC . 203
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NTDB id 600 KW2 RS01765 WP 011675413.1 BIPETTIGGIIALKFYASVRLD GSTKIEEGS. KVVKNKVAPPF 292
NTDB id 269 KZH43 RS08665 WP 001085462.1 WPETTIZGGIMALKEYASVRLD 'R{GINNNER(CUNEN KVVKNKVAPPF IMYGEGIS 291

NTDB id 228 SPD RS09265 WP 001085462.1 WPETTIYGGIIALKFYASVRLD 'R{&J\NNRER (NN KVVKNKVAPPF IMYGEGIS 291
NTDB id 194 SPR RS08825 WP 001085462.1 WPETTIZGGIMALKEYASVRLD /RIGINNNEN CCUNEN KVVKNKVAPPF IMYGEGIS 291
NTDB id 159 SP RS09750 WP 001085462.1 WPETTIYGGIIALKFYASVRLD 'R{EJ\NNRER (NN KVVKNKVAPPF IMYGEGIS 291
NTDB id 527 SMSK321 RS11065 WP 001085454.1 WPETTIZGGIMALKEYASVRLD R{ESENNEN(CUNEN KVVKNKVAPPF IMYGEGIS 291

NTDB id 499 SM12261 RS08315 WP 078228268.1 WPETTIZGGIMALKFYASVRLD R{GSHNNER(CUNEN KVVKNKVAPPF IMYGEGIS 291
NTDB id 408 SMU RS09530 WP 002262392.1 WPETTIZGGIIALKEY - SVRLD 'R{&J\NNRER (N KVVKNKVAPPF IfHYGEGIS 291
NTDB id 453 Spy49 1753c ACI62003.1 WPETT|ZGGIMALKFYASVRLD R{CHMNNER(CUNEN KVVKNKVAPPF IMYGEGIS 291
NTDB id 115 BSU 16940 NP 389576.2 WWPETTIYGGIIALKEY - SVRL = /R : LNARIRqA]¢]) IR KVVKNKVAPPF IMYGEGIS 272
NTDB id 625 LCA RS02525 WP 011374196.1 NI VEyP(ee RSN O NSRS AREN IR A ETIKNGT . . . . . KVVKNKVAPPF IMYG GIS 274
NTDB id 1313 DR RS12030 WP 010888966.1 WPETTINGGIIALKFYASVRLD R .PTKVGNDA KPVKNKVARPF 287
NTDB id 1245 Cj1673c YP 002345041.1 INPETTINGGIJALKFYASVRLD R .L.KQNBEP KVVKNKVAPPF GEG S 274
NTDB id 1214 NCTC11637 00359 SQJ03206.1 BMPETTIGGIJALKFYASVR D R .L.KQNEQH INKVVKNKVAPPF IM GEGIS 276
NTDB id 1211 C694 RS00795 WP 000963128.1 RIPETTISGGIJALKFYASVR D R ....L.KQNEQH BKVVKNKVAPPF IM GEGIS 276
NTDB id 1334 RAOC RS04870 WP 004918236.1 SIFNRNTEENLYR O F AN RN S L. SDTGKIKDKSGEV KVVKNKVAPPF IMYGEG S 287
NTDB id 1389 A4U84 RS07560 WP 021112712.1 IWPETTINGGIJALKFYASVRLD 'R : [61eAANNER AR 6b]¢] | |20} KVVKNKVAPPF IMYGEGIS 290
NTDB id 1130 NGFG RS03960 WP 003688695.1 SIZNNITEENLYRGNEASARNMETGS . . . . I . KKGEEV KV KNKVAPPF 274
NTDB id 1124 NGFG RS03960 WP 003688695.1 SIFNNITEENLYRGNESANANMETGS . . . . I . KKGEEV KV KNKVAPPF 274
NTDB id 1123 0K783 RS03845 WP 003688695.1 SigANN T el NEVRONEIANAMMRTGS . . . . I . KKG KV KNKVAPPF 274
NTDB id 1427 RS RS02760 WP 011000510.1 SIZNNITEENLYRGNEEANAMME TGS . . . . I.KKG KVVKNKVAPPF A 282
NTDB id 1165 A1552VC RS01565 WP 000344154.1 IWPETTINGGIJALKFYASVRLD 'R : ¢y A e e KVVKNK ARYPF 273
NTDB id 1142 GTF74 RS11550 WP 000344154.1 WPETTINGGIJALKEFYASVRLD 'R Ny U g ¢ KVVKNK ARPF 273
NTDB id 1022 ACIAD RS06390 WP 004925639.1 SIZNNITEHENLIRGNERANAMME I G . . . . V.KEG KVVKNK APPF 273
NTDB id 1074 ABD1 RS10195 WP 000344167.1 SIPETTISGGIJALKFYASVRLD R eI SR g e KVVKNK APPF 273
NTDB id 112717 PFLUOLIPICF7 RS02395 WP 003189042.1 S|ZumTE{ENLIRCGNEEANAMMRTGA . . . . V. KEG KVVKNKVAPPF 273
NTDB id 1205 PSJM300 05545 AFN77183.1 SIZ T NIV QR EANAMMITGA . . . . V. KEG KVVKNKVAPPF 273
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