logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

1127169 FGK99 RS02490 WP 138118891.1

422
248
207
172
132
512
484

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

1127169 FGK99 RS02490 WP 138118891.

422
248
207
172
132
512
484

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

1127169 FGK99 RS02490 WP 138118891.

422
248
207
172
132
512
484

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

1127169 FGK99 RS02490 WP 138118891.

422
248
207
172
132
512
484

consensus

SGO RS10255 WP 012131059.1
KZH43 RS00225 WP 000801613.1
SPD RS00240 WP 000801613.1

SPR RS00235 WP 000801613.1

SP RS00260 WP 000801611.1
SMSK321 RS10735 WP 000801634.1
SM12261 RS00280 WP 000801588.1

SGO RS10255 WP 012131059.1
KZH43 RS00225 WP 000801613.1
SPD RS00240 WP 000801613.1

SPR RS00235 WP 000801613.1

SP RS00260 WP 000801611.1
SMSK321 RS10735 WP 000801634.1
SM12261 RS00280 WP 000801588.1

SGO RS10255 WP 012131059.1
KZH43 RS00225 WP 000801613.1
SPD RS00240 WP 000801613.1

SPR RS00235 WP 000801613.1

SP RS00260 WP 000801611.1
SMSK321 RS10735 WP 000801634.1
SM12261 RS00280 WP 000801588.1

SGO RS10255 WP 012131059.1
KZH43 RS00225 WP 000801613.1
SPD RS00240 WP 000801613.1

SPR RS00235 WP 000801613.1

SP RS00260 WP 000801611.1
SMSK321 RS10735 WP 000801634.1
SM12261 RS00280 WP 000801588.1

eI e,

VL NRLC et SRS LIS

MARWRILESAEFYNRRYHNEFSSIAVI PpysLL|y F{¢ IJFINAJAIMKENS I BATVEPREIIL NIQSTSNN@YILEINRILIY NK)4¢

Ukorok L D ki kor Doe ] ] !

W ollceac D IR e £ EENE T A SR

VKKG LLVQYQEGAEGVQAERYASQLDMLKDQKKQLEYLQKSLQEGENHFPEEDKFGYQATFRDYISQAGSLRASTSQQN
VKKG LLVQYQEGAEGVQAEMYASQLDMLKDQKKQLEYLQKSLQEGENHFPEEDKFGYQATFRDYISQAGSLRASTSQQN
U Dk b Dok Dotk DLk Dokoskoskr DDk Do D bkon DLk Dok Dotk Dok Do Dok Dok | Dok o | Dok ook ok 11

s I s TR TRV Sl o

T

EAES Lk

NN dok Lkok Aok ok ) kok o LRk |

VAT A SSLEUHLA L

QISQLE MATYRVQYAG GHQQAYASRLSSQLISLK QMLWYKVGQEL
VEAQISQLESSLATYRVQYAGSGTQQAYASGLSSQLESLKSQHLAKVGQEL
VEAQISQLESSLATYRVQYAGSGTQQAYASGLSSQLESLKSQHLAKVGQEL

* %k K ok o+ ok

VEAQISQLESSLATYRVQYAGSGTQQAYASGLSSQLESLKSQHLAKVGQEL
VEAQISQLESSLATYRVQYAGSGTQQAYASGLSSQLESLKSQHLAKVGQEL
VEAQ SQLESSLETYRVQYAGSGHQQAYASGLSSQLESLKSQHLAKVEQEL

EAQ SQLESSLATYRVQYAGSGTQQAYASGLSSQLESLKSQHLAKVGQEL

e I N e N I R B I R R R R I R Y Y R Ry oy ey D5 Lok Dokok ok Dok ok koK

160
160
160
160
160
160
160
160

240
237
234
234
234
234
234
234

320
317
314
314
314
314
314
314



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

1127169 FGK99 RS02490 WP 138118891.1

422
248
207
172
132
512
484

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

1127169 FGK99 RS02490 WP 138118891.1

422
248
207
172
132
512
484

consensus

SGO RS10255 WP 012131059.1
KZH43 RS00225 WP 000801613.1
SPD RS00240 WP 000801613.1

SPR RS00235 WP 000801613.1

SP RS00260 WP 000801611.1
SMSK321 RS10735 WP 000801634.1
SM12261 RS00280 WP 000801588.1

SGO RS10255 WP 012131059.1
KZH43 RS00225 WP 000801613.1
SPD RS00240 WP 000801613.1

SPR RS00235 WP 000801613.1

SP RS00260 WP 000801611.1
SMSK321 RS10735 WP 000801634.1
SM12261 RS00280 WP 000801588.1

L ALPErss VAETLLAGRY suegE ek SKouAm R T e oo [l

Q
yIDG LHLNPENAI&S

Q Q
EDGVLHLNPETSDS MVAEGTLLAQLYPSLE EGKAKLTAYLSSKDVARIKVGDSVRYTTTHDAGNQLFLDSTITSIDAT)
EDGVLHLNPETSDS MVAEGTLLAQLYPSLE EGKAKLTAYLSSKDVARIKVGDSVRYTTTHDAGNQLFLDSTITSIDAT

EDGVLHLNPETSDS MVAEGTLLAQLYPSLE EGKAKLTAYLSSKDVARIKVGDSVRYTTTHDAGNQLFLDSTITSIDAT
EDGVLHLNPETSDS MVAEGLLAQLYPSLE EGKAKLTAYLSSKPVARIKVGDSVRYTTTHDAGNQLFLDSTITSIDAT
EDGVLHLNPETSDS MVAEGTLLAQLYPSLE

EDGVLHLNPETSDS MVAEGELLAQLYPSLE EGKWYKLTAYLSSKDVARIKVGDSVRYTTTHDAIMNQLFLDSTITSIDAT)

DL DU Le Dokokokioaok Do D Dok DL D Lotk ok ok Lok Do oskonskok Lok DDk Dok ok | oskokodkok Dk 111

U BER EAE st VE Bl 1TV Rtk

455

452
ATKTEKGNFFKIEAETNLTSEQAEKLRYGVEGRLQMITG 449
ATKTEKGNFFKIEAETNLTSEQAEKLRYGVEGRLQMITG 449
ATKTEKGNFFKIEAETNLTSEQAEKLRYGVEGRLQMITG 449
ATKTEKGNFFKIEAETNLTSEQAEKLRYGVEGRLQMITG 449
ATKTEKGNFFKIEAETNLTSEQEEKLRYGVEGRLQMITG 449
ATKTEGNFFKIEAETNLTSEEQARMKLRYGVEGRLQMITG 449

U Dok DL bk Dbk ook ko e DLk D Dok e DLk ok | Lkonk Dok kok

X non conserved
B similar
>50% conserved

400
397
394
394
394
394
394
394



