logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

125 BSU 00870 NP 387968.1

1127128 FGK95 RS09470 WP 093999360.

279 KZH43 RS00140 WP 074017595.1
238 SPD RS00140 WP 074017595.1

204 SPR RS00140 WP 074017595.1

169 SP RS00155 WP 074017595.1

509 SM12261 RS00130 WP 078228442.1
537 SMSK321 RS07120 WP 080550752.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

125 BSU 00870 NP 387968.1

1127128 FGK95 RS09470 WP 093999360.

279 KZH43 RS00140 WP 074017595.1
238 SPD RS00140 WP 074017595.1

204 SPR RS00140 WP 074017595.1

169 SP RS00155 WP 074017595.1

509 SM12261 RS00130 WP 078228442.1
537 SMSK321 RS07120 WP 080550752.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

125 BSU 00870 NP 387968.1

1127128 FGK95 RS09470 WP 093999360.

279 KZH43 RS00140 WP 074017595.1
238 SPD RS00140 WP 074017595.1

204 SPR RS00140 WP 074017595.1

169 SP RS00155 WP 074017595.1

509 SM12261 RS00130 WP 078228442.1
537 SMSK321 RS07120 WP 080550752.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

125 BSU 00870 NP 387968.1

1127128 FGK95 RS09470 WP 093999360.

279 KZH43 RS00140 WP 074017595.1
238 SPD RS00140 WP 074017595.1

204 SPR RS00140 WP 074017595.1

169 SP RS00155 WP 074017595.1

509 SM12261 RS00130 WP 078228442.1
537 SMSK321 RS07120 WP 080550752.1

consensus

1

1

1

1

ARATEY Qo CHASPRYLER N SSFVERVRARIARILTEE Kk A7 ARTHTE Eff

MAKKKATF CQIACGY SPKYLGRCPNCE WSSFVEEVEVISEVKNARVSLTGEES
MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGEMSMKTKPMKLAEVTSINVNRTKTEMEEF
MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGEMSRKTKPMKLAEVTSINVNRTKTEMEEF

MAKKKATFVCONCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGEMKTKPMKLAEVTSINVNRTKTEMEEF
MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGEMSRKTKPMKLAEVTSINVNRTKTEMEEF
MAKKKATFVCONCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGEMMKTKPMKLAEVTSINVNRTKTEMEEF

MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGEMMK TKPMKLAEVTSINVNRTKTEMEEF
I R R Y R N o B I R R I R R R T $ 1 Uk kb Aok ok ok Lk ] ]

VLSS CSTLL NS VNS AEGEINRAER CoSERI TN G

Q
NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQL BGTVLYVSGEESA QIKLR ERLG IDWEFYLYAETNMQ R
NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVR
NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVR
NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVR
NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVRGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVR
NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVR

NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVR]
N [ [ I I Y B R RO

sEROFLIA T PR SOREY AL LATMATFVATE TR Lo VL

DSIQT pAS] I BINYGSVSQVRE[MTAELM] AKTIQEIIYIFIVGHVTKEG AGPRMLEHMVDTVLYF

AEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYF
AEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYF

LR STNE\ AT ad

EGERHHTFRILRAVKNRFGSTNE GIFEMANAGLYEVLNPS FLEEREEIG BIGSSIgg\ MEGTRPILWE QAL PTHJF
EGERHHTFRILRAVKNRFGSTNEIGIFEMQS GLVEVLNPSQVFLEERLDGATGS IVVTMEG RPILAEVQ LVTP MF
EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMF
EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMF

EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMF
EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMF
EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMF

EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMF
B N N

160
156
156
156
156
156
156
156

240
236
236
236
236
236
236
236

320
316
316
316
316
316
316
316



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

125 BSU 00870 NP 387968.1

1127128 FGK95 RS09470 WP 093999360.1
279 KZH43 RS00140 WP 074017595.1

238 SPD RS00140 WP 074017595.1

204 SPR RS00140 WP 074017595.1

169 SP RS00155 WP 074017595.1

509 SM12261 RS00130 WP 078228442.1
537 SMSK321 RS07120 WP 080550752.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

125 BSU 00870 NP 387968.1

1127128 FGK95 RS09470 WP 093999360.1
279 KZH43 RS00140 WP 074017595.1

238 SPD RS00140 WP 074017595.1

204 SPR RS00140 WP 074017595.1

169 SP RS00155 WP 074017595.1

509 SM12261 RS00130 WP 078228442.1
537 SMSK321 RS07120 WP 080550752.1

consensus

WGTTFRAL) LR LR L A LA

GNIy REEATG DEINRIYSL MAVLEKRYGLLLQNQDAYLKWAGGVKLDEPAIDLA |j

LT

GNA RTTTGLDFNRYYSLIMAVLEKR[§GLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYK KPTEPQEMF GE GLT
GNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVATIASSYKDKPTNPQECFVGELGLT]
GNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVATASSYKDKPTNPQECFVGELGLT]

GNAKRTTTGLDFNRASLIMAVLEKRAGLLLONQDAYLKSAGGVKLDEPAIDLAVAVATASSYKDKPTNPQECFVGELGLT]
GNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVATASSYKDKPTNPQECFVGELGLT]
GNAKRTTTGLDFNRASLIMAVLEKRAGLLLONQDAYLKSAGGVKLDEPAIDLAVAVATASSYKDKPTNPQECFVGELGLT]

GNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVATIASSYKDKPTNPQECFVGELGLT]
1 ! Phetset sl rrn ! ! E SRR RN

R EREAAL IR T e TIE L

<2
D

458

Q . 453
GEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGIT . 453
GEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGIT . 453
GEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGIT . 453
GEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGIT . 453
453

453

NN NN F 1ok Dk bk bk Dk bn D herkokr |k

X non conserved
B similar
> 50% conserved

400
396
396
396
396
396
396
396



