
logo

MT
M
T
M
SKRKI L I IVDEDEKPNI

L
S
A
D
R
I
F
I
V
K
S
F
L
N
E
M
L
A
E
T
Q

K
HEGYADETVEIV I

V
T
E
K
A
V
D
F
D
NGRSEAGLSEEKMQTFYATELASEEKENQDYFPDI

L I ILLDLMLPE I
L
MDGLFEVTAKRETR I

V
L
Q
R
Q
T
K
N
T
E
S
K
H
S
T
D
V
T
Y
P I LIMML

M
NTDB id 413 AAK55817.1 141..845( ) ..MKKILIVDDEKPISDIIKFNMTKEGYEVVTAFNGREALEQFEAEQPDIIILDLMLPEIDGLEVAKTIRKTSSVPILML 78
NTDB id 374 SMU RS06885 WP 002262930.1 ..MKKILIVDDEKPISDIIKFNLAKEGYDTITAFDGREALSKYEEENPDLIILDLMLPELDGLEVAKEVRKNSHVPIIML 78
NTDB id 606 V4T04 RS01910 WP 003130756.1 MTSKKILIIEDEKNLARFVSLELEHEGYATEIKDNGRSGLEEATSKDYDLILLDLMLPELDGFEVARRLRKEKDTPIIMM 80
NTDB id 1127036 FGK91 RS01590 WP 002991052.1 .MTKKILIIEDEKNLARFVSLELQHEGYEVIVEVNGREGLETALEKEFDLILLDLMLPEMDGFEVTRRLQTEKTTYIMMM 79
NTDB id 471 HSISS4 RS01430 WP 002883757.1 .MSKRILIVEDEKNLARFVSLELQHEGYDVVTADNGREGLEMALEKDFDLILLDLMLPEMDGFEVTRRLQQEKDTYIMMM 79
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NTDB id 606 V4T04 RS01910 WP 003130756.1 TARDSTMDRVAGLDIGADDYITKPFAIEELLARVRAFFRREEHGHAVE......RAENTSFRDLVIDKTNRTVHRGKKVI 154
NTDB id 1127036 FGK91 RS01590 WP 002991052.1 TARDSIMDVVAGLDRGADDYIVKPFAIEELLARIRAIFRRQDIESEKKV.....PSQ.GIYRDLVLNPQNRSVNRGDDEI 153
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