
logo MFSFFRRKKKQETPALPEEAQI
VQETAAVKAVESEVAQIVEGNIKEDAVESLATESVKGRAVESAVETVSGAVEQVKETVAEMPSEAAG

NTDB id 1126945 FGL10 RS09220 WP 036475240.1 MFSFFRRKKKQETPAPEEAQIQETAVKAESEVAQIVENIKEDAESLTESVKGRVESAVETVSGAVEQVKETVAEMPSEAA 80
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAG 80
consensus !!!!!!!!!!!!!!!*!!!!*!!!! ! !!!!!!!! !!!!! !!! !!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!*

logo EAAEKRAVAEYVESAKEAVAETVSGAVEQVKEAVAAMPSEAVEKAAECVESAKEAVVETVSKAVEQVQETVAAMPSEAGEAA
NTDB id 1126945 FGL10 RS09220 WP 036475240.1 EAAEKAAEYVESAKEAVAETVSGAVEQVKEAVAAMPSEAVEKAAECVESAKEAVVETVSKAVEQVQETVAAMPSEAGEAA 160
NTDB id 1118 NGFG RS11455 WP 003696286.1 EAAERV....ESAKEA................................................................ 92
consensus !!!!* ****!!!!!!****************************************************************

logo

EKAAEQVEAVKETVAETVGSEAVEGQVQEAVAQEAVATTEEHKLGSWAARLKQGLATKSRDKMAKSLAGVFGGGQIDGEDLYEELE
NTDB id 1126945 FGL10 RS09220 WP 036475240.1 EKAAEQVEAVKETVAETVSEAVEQVQEAVAEAVATTEEHKLSWAARLKQGLTKSRDKMAKSLAGVFGGGQIDEDLYEELE 240
NTDB id 1118 NGFG RS11455 WP 003696286.1 .............VAETVGEAVGQ....VQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELE 155
consensus *************!!!!! !!! !****! !!!!!!!!!!! !!!!!!!!! !!!!!!!!!!!!!!!!!!! !!!!!!!!

logo TVL ITGDMGMEATEYLMKDVRDGRVSLKGLKDGNELRGALKEALYDL IKPLEKPLVLPETKEPFVIMLAGINGAGKTTS IG
NTDB id 1126945 FGL10 RS09220 WP 036475240.1 TVLITGDMGMEATEYLMKDVRDRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIG 320
NTDB id 1118 NGFG RS11455 WP 003696286.1 TVLITGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIG 235
consensus !!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KLAKYFQAQGKSVLLAAGDTFRAAAREQLQAWGEGRNNVTVI SQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLH
NTDB id 1126945 FGL10 RS09220 WP 036475240.1 KLAKYFQAQGKSVLLAAGDTFRAAAREQLQAWGERNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLH 400
NTDB id 1118 NGFG RS11455 WP 003696286.1 KLAKYFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLH 315
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LMEE IKKVKRVLQKAI
MPDGAPHE I IVVLDANIGQNAVNQVKAFDDALGLTGL IVTKLDGTAKGGI LAALASDRP I

VPVRYIG
NTDB id 1126945 FGL10 RS09220 WP 036475240.1 LMEEIKKVKRVLQKAMPDAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPIPVRYIG 480
NTDB id 1118 NGFG RS11455 WP 003696286.1 LMEEIKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIG 395
consensus !!!!!!!!!!!!!!!*! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!

logo VGEGIDDLRPFDARAF IVDALLD
NTDB id 1126945 FGL10 RS09220 WP 036475240.1 VGEGIDDLRPFDARAFIDALLD 502
NTDB id 1118 NGFG RS11455 WP 003696286.1 VGEGIDDLRPFDARAFVDALLD 417
consensus !!!!!!!!!!!!!!!!*!!!!!



X non conserved

X similar

X ≥ 50% conserved


