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LF ISLALTV
NTDB id 112647 OU5 RS21685 WP 010467553.1 MVAETSTPGGKQAQRLLRLYHLYRLSVGITLVLLISSNMDNQLLAFAQDDLLRSGSWLYLVLNILLVVFWQNTRRPAQLFSLALV 85
NTDB id 1472 PAKAF RS23995 WP 016253893.1 MRAERLRLSEEQGQRILRLYHLYRLTIGLVLVLLISSELEDQVLKLVHPELFHVGSWCYLVFNILVALFLPPSRQLLPIFILALT 85
consensus ! !! * !*!!*!!!!!!!!!**!* !!!!!!! ** !*! ***! * !!!*!!! !!!* *! ***! * **! !!!
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V

NTDB id 112647 OU5 RS21685 WP 010467553.1 DVLLLCGLFYAAGGVASAIGNLLIVSVAISNTLLRGRIGLLIAAVAALGIVGLGFLLSFSHPISPGEYLQVGTLGALCFAAALLV 170
NTDB id 1472 PAKAF RS23995 WP 016253893.1 DVLMLCGLFYAGGGVPSGIGSLLVVAVAIANILLRGRIGLVIAAAASLGLLYLTFFLSLSSPDATNHYVQAGGLGTLCFAAALVI 170
consensus !!!*!!!!!!!*!!!*!*!! !!*! !!! ! !!!!!!!!*!!! ! !!** ! ! !! !*! * *!*! ! !! !!!!!!!**

logo QAGL IVRRLQEQVSTENTLAEEQRAESETVALGNLEAELNAL I LHQRMRTGI LVLVDDSQRQRAR I
V
L
RLANQASALGTLLGRQDNDLVDQGAQLS ILDGDRHYSPAMLMVEHCRLMKQLQWFRLN

NTDB id 112647 OU5 RS21685 WP 010467553.1 QGLIRRLEVSENLAEQRASEVLGLEALNALILHRMRTGILVLDDQRRVRLANQSALTLLGQNDLDGQLIDDYSPALVERLQLWFN 255
NTDB id 1472 PAKAF RS23995 WP 016253893.1 QALVRRQEQTETLAEERAETVANLEELNALILQRMRTGILVVDSRQAILLANQAALGLLRQDDVQGASLGRHSPMLMHCMKQWRL 255
consensus !*!*!! ! *! !!! !! ! !! !!!!!!*!!!!!!!!*! * !!!! !! !! ! !* ! * *!! !**** !

logo NPSLRPPQSTLKI
V
A
V
P
S
D
SGI

P
E
T
L
VQPSF IASLDNQRESDPDNHQHTVL IVFLEDI

L
A
SQIAQQAQQLMKLAAGLGRLTAGIAHE IRNPLGAI

VSHAAQLLQESEE
NTDB id 112647 OU5 RS21685 WP 010467553.1 NPSLRPQSLKIASSGIELQPSFIALDQSPNHHTLVFLEDLAQIAQQAQQLKLAALGRLTAGIAHEIRNPLGAVSHAAQLLQESEE 340
NTDB id 1472 PAKAF RS23995 WP 016253893.1 NPSLRPPTLKVVPDGPTVQPSFISLNREDDQHVLIFLEDISQIAQQAQQMKLAGLGRLTAGIAHEIRNPLGAISHAAQLLQESEE 340
consensus !!!!!!**!!* * !* *!!!!! ! * *! !*!!!!* !!!!!!!!*!!!*!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!

logo LDNAGAPDRRLTQI IQDHQSKQRMNLRVI ENVLQLSRRQRQATEVPQQRLDLKEPWLEQHRFVADETYPREGGRALRTDNDRQSEL ILHLHQI
LGAPGDFIKQTLRMDPHNQLNTQI

VL
NTDB id 112647 OU5 RS21685 WP 010467553.1 LNGADRRLTQIIQDHSQRMNRVIENVLQLSRRQQTVPQRLDLKPWLEHFVAETREGATDRQLIHLHIGPGDFKTLMDPNQLTQIL 425
NTDB id 1472 PAKAF RS23995 WP 016253893.1 LDAPDRRLTQIIQDQSKRMNLVIENVLQLSRRRQAEPQQLDLKEWLQRFVDEYPGRLRNDSELHLQLGAGDIQTRMDPHQLNQVL 425
consensus ! **!!!!!!!!!!*! !!! !!!!!!!!!!! ! !! !!!!*!! *!! ! * *!!**!*!! ! !!!*!! !*!
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I
RDDNGPGVAPAPDKQLQNTHNLFEPFFTTESSKQGTGLGLYLSRELCESNQAR I

LDFYKR
NTDB id 112647 OU5 RS21685 WP 010467553.1 DNLLRNAWRHSALNHDLAQAWLELFVEPDSQLPTLEVRDNGPGVAPDQQTHLFEPFFTTSSQGTGLGLYLSRELCESNQARLDFK 510
NTDB id 1472 PAKAF RS23995 WP 016253893.1 SNLVQNGLRYSAQAHGRGQVWLSLARDPESDLPVLEIIDDGPGVPADKLNNLFEPFFTTESKGTGLGLYLSRELCESNQARIDYR 510
consensus !!* !* !*!! ! *! !! ! *!*! !! !!* ! !!!!**! *!!!!!!!! ! !!!!!!!!!!!!!!!!!!!*!**

logo

N
PREEQGGGCFR ITFAHGPRKLQS

NTDB id 112647 OU5 RS21685 WP 010467553.1 PR.QGGGCFRITFAHGRKQS 529
NTDB id 1472 PAKAF RS23995 WP 016253893.1 NREEGGGCFRITFAHPRKLS 530
consensus *!* !!!!!!!!!!!*!! !
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X ≥ 50% conserved


