
logo MEDQAHFSQSANLKVMVIDDSKTIRRTAETLLKQNREVGCEVITAI
VDGFDEALASKIADEANHNPDGI IVFVDIMMPRLDGYQTCAL IKNHSQSANFYKQNS ITPVI
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logo MLSSKDGLFDKQAKGR I
VVGSDEQFYLTKPFSKDEELLNAIQRANHVPSGSFAAVLPQ

NTDB id 112642 OU5 RS19280 WP 010466861.1 MLSSKDGLFDKAKGRIVGSDQFLTKPFSKEELLNAIQAHVPGFAAVLPQ 134
NTDB id 1047 H0N27 RS03110 WP 000389061.1 MLSSKDGLFDQAKGRVVGSDEYLTKPFSKDELLNAIRNHVSS....... 127
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