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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLAPAWEG 85
NTDB id 112630 OU5 RS09180 WP 010461895.1 MRTGMMALALGLLALRFLPVLPPVWLWMLLPVVGLMLLPFRT............HPLAFFLFGFSWACASAQWALDDRLSLTLDG 73
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGLLLLPFRW............RPLAFFLFGLVWACLNAQWALDDRLPVDLDG 73
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NTDB id 1426 RS RS05575 WP 011001070.1 KDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRWQLTLRLKRPH 170
NTDB id 112630 OU5 RS09180 WP 010461895.1 ETRRVEGRVTGLPQNAEGVVRFELTDS.QSRSTRLPRHLRLAWYDG....................PPVNSGERWRLAVKLKRPA 137
NTDB id 1199 PSJM300 12650 AFN78592.1 RTFWLEGQVTGLPDRRGDVVRFELEDI.HSRHAGLPSRIRLAWYGG....................PEIRSGERWRLAARLKRPS 137
consensus ** ***! !**!!* ****!!** * ** **! **!!*!!** !****!*!!*!***!!!!

logo

S
G
M
L
L
M
VNLPGHSGAFDGYDEYAAWMLLADQRDRVIRGAATGYTI

V
Y
K
A
D
TGEHKRAILRAAENAALMGEADAGSGVGLARSQSVEGWRAWRADARS ILVRRQHQRLQLATVAVDELPAEHQAGRYRTAPGVALIAIVALVLVGDQGGSGI

L
A
S

NTDB id 1426 RS RS05575 WP 011001070.1 SLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYAPVIVALVVGDQSGIA 255
NTDB id 112630 OU5 RS09180 WP 010461895.1 GLLNLHAFDYDAWLLAQRIGATGTVKDGHRLAA..............AQWAWRDSIRQQLQVVDAQG.RTGALIALVLGDGGGLS 207
NTDB id 1199 PSJM300 12650 AFN78592.1 GMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVEAHG.RAGAIAALVVGDGSGLS 209
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NTDB id 1426 RS RS05575 WP 011001070.1 QADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVAAMAAAFAYCLLAGMGVPAQR 340
NTDB id 112630 OU5 RS09180 WP 010461895.1 REDWQVLQDTGTVHLLVISGQHIGLLAGLVYLLIA.......GLARYGLW..PSRLPWLPWACGLAFAAALGYGLLAGFEVPVRR 283
NTDB id 1199 PSJM300 12650 AFN78592.1 TADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVL.......LLARWGIW..PQRLPWLPWACGLAFAGALGYGWLAGFEVPVRR 285
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NTDB id 1426 RS RS05575 WP 011001070.1 TLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARIVAADARDDVRRPAWPVRAWRGLRGA 425
NTDB id 112630 OU5 RS09180 WP 010461895.1 ACVMIGLVLLWRLRFRHLGAWWPLLLALNGVLLLDPLASLQPGFWLSFAAVAVLIFTFGG.......RL.......GPWRWWQTW 354
NTDB id 1199 PSJM300 12650 AFN78592.1 ACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFRG.......RL.......GVPSWWRAL 356
consensus ***!***!***!!**!*******!**!* *!***!!*!****!*!!!!*!!!**** *** ** * ******

logo

A
L
T

Y
R
V
AQLWLAI

M
V

T
A
F
I
LGLCLPALLMTL ILVLFGQLQP I

VSLVVSSGAPLVANALLAI
VPVWI

VSFLVLVTVLTVPPLALMLGSTAFLLLWPEVPYWLSVQGPEAGVL ILWALEAAGSGFLALVADWVLMLPFEKWGLDLALAIML
A
P
G
G
R
W

F
G
Q

S
P
V
A

NTDB id 1426 RS RS05575 WP 011001070.1 ARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LPEPWSQPVLIWAEASFAWLMPWLDALALPGGSV 509
NTDB id 112630 OU5 RS09180 WP 010461895.1 TRAQWLIAIGLCPLLLILGLPISVSGPVANLLAVPWVSLVVLPPALLGTLLLPVPYVGEGLLWLAGGLVDLLFKGLALMAGRFPA 439
NTDB id 1199 PSJM300 12650 AFN78592.1 LYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVPWLGEALLWLAGGLLAVLFELLALIAGWQPA 441
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NTDB id 1426 RS RS05575 WP 011001070.1 WVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPR 594
NTDB id 112630 OU5 RS09180 WP 010461895.1 WVPVAVPVWIWALGTLGAFLLLLPKGVP...LRPLGWPLLLLLVFPPRPMLAEGVAEVWQLDVGQGLAILVRTRHHTLLYDAGPR 521
NTDB id 1199 PSJM300 12650 AFN78592.1 WLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPR 523
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NTDB id 1426 RS RS05575 WP 011001070.1 QGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWD 679
NTDB id 112630 OU5 RS09180 WP 010461895.1 FGDF.DLGERVVLPSLRKLGVSGIDLMLLSHADADHAGGARAVANGLPVARVLSGDPEAL.......PAELRAEGCESGRQWTWD 598
NTDB id 1199 PSJM300 12650 AFN78592.1 YGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQRAMPVGAVLSGEPERL.......PAALDARSCRTGQRWTWN 600
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WLQLASVPHHGSNRTSSSSAGMVALFLADVALVAQS
NTDB id 1426 RS RS05575 WP 011001070.1 GVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVS 764
NTDB id 112630 OU5 RS09180 WP 010461895.1 GVDFRLWQWT......SAADSNQKSCVLQIEASGERLLLTGDIDAAAERALLD..SPLAVPTDWLQSPHHGSRSSSSMALLVALQ 675
NTDB id 1199 PSJM300 12650 AFN78592.1 QVNFSVWRWP......QATNGNQASCVLMVEAAGERLLLTGDIDAQAERALVD..GGMEVNARWLLAPHHGSNSSSSAVFLAAVA 677
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NTDB id 1426 RS RS05575 WP 011001070.1 AQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 112630 OU5 RS09180 WP 010461895.1 PRAVLISRGQGNSFGHPHPTVMARYQKRGMAIYDSATHGAIRLQLGR..FKPPWTMRLDRRFWRDPPPLGP............ 744
NTDB id 1199 PSJM300 12650 AFN78592.1 ADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDTAEHGALSLQLGA..FGGARRMRDEPRFWREK................. 741
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