
logo MKQSAR IKNMDNQTLKNTLGICALLAFCFGAAIASGYHLEYEYGYRYSAVGALASVVFLLLLARGFPRVSSVVLL IYVGTT
NTDB id 112612 A6L48 RS10120 WP 065821562.1 MKQSARIKNMNQTLKNTLGICALLAFCFGAAIASGYHLEYEYGYRYSAVGALASVVFLLLLARGFPRVSSVVLLIYVGTT 80
NTDB id 1107 VT05 RS06875 WP 003693549.1 MKQSARIKNMDQTLKNTLGICALLAFCFGAAIASGYHLEYEYGYRYSAVGALASVVFLLLLARGFPRVSSVVLLIYVGTT 80
consensus !!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ALYLPVGWLYGAPSYQIVGS I LESNPAEAREFVGNLPGSLYFVQALFF I FGLTVWKYCVSGVGGVFADVKNYKRRSKIWLT
NTDB id 112612 A6L48 RS10120 WP 065821562.1 ALYLPVGWLYGAPSYQIVGSILESNPAEAREFVGNLPGSLYFVQALFFIFGLTVWKYCVSGGGVFADVKNYKRRSKIWLT 160
NTDB id 1107 VT05 RS06875 WP 003693549.1 ALYLPVGWLYGAPSYQIVGSILESNPAEAREFVGNLPGSLYFVQALFFIFGLTVWKYCVSV.GVFADVKNYKRRSKIWLT 159
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! *!!!!!!!!!!!!!!!!!!

logo I LLTL I LSCAVMDEKIAGSDKDLWREPDAGLLLNI FDLYYDLASAPAQYAAKRAHI LEAAKKASTWHIRHVAPKYKNYVVVIG
NTDB id 112612 A6L48 RS10120 WP 065821562.1 ILLTLILSCAVMDKIASDKDLREPDAGLLLNIFDLYYDLASAPAQYAAKRAHILEAAKKASTWHIRHVAPKYKNYVVVIG 240
NTDB id 1107 VT05 RS06875 WP 003693549.1 ILLTLILSCAVMEKIAGDKDWREPDAGLLLNIFDLYYDLASAPAQYAAKRAHILEAAKKASTWHIRHVAPKYKNYVVVIG 239
consensus !!!!!!!!!!!!*!!! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ESARSDYMNVYGFPLPDTPFLSQRTKGLL INGYQSTAHATNLSLPQTLGLPGEPNNNIVSLAKQAGFRTAWLSNQGMLGHF
NTDB id 112612 A6L48 RS10120 WP 065821562.1 ESARSDYMNVYGFPLPDTPFLSQTKGLLINGYQSTAHATNLSLPQTLGLPGEPNNNIVSLAKQAGFRTAWLSNQGMLGHF 320
NTDB id 1107 VT05 RS06875 WP 003693549.1 ESARSDYMNVYGFPLPDTPFLSRTKGLLINGYQSTAHATNLSLPQTLGLPGEPNNNIVSLAKQAGFRTAWLSNQGMLGHF 319
consensus !!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ANE I STYALRSDYPWFTQRGDYGKSAGLSDRLLLPAFKRVL ITGNAGTKPRL IVMHLMGSHSDFCTRLDKDARRFQYQTEK
NTDB id 112612 A6L48 RS10120 WP 065821562.1 ANEISTYALRSDYPWFTQRGDYGKSAGLSDRLLLPAFKRVLIGNAGTKPRLIVMHLMGSHSDFCTRLDKDARRFQYQTEK 400
NTDB id 1107 VT05 RS06875 WP 003693549.1 ANEISTYALRSDYPWFTQRGDYGKSAGLSDRLLLPAFKRVLTGNAGTKPRLIVMHLMGSHSDFCTRLDKDARRFQYQTEK 399
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo I SCYVSTIAQTDKFLEDTVKI LNENKESWSLVYFSDHGLMHVGKGGERTLTHGAEWKRQSYGVPLVKI SSDDTRREMIKVR
NTDB id 112612 A6L48 RS10120 WP 065821562.1 ISCYVSTIAQTDKFLEDTVKILNENKESWSLVYFSDHGLMHVGKGGERTLTHGAWKRQSYGVPLVKISSDDTRREMIKVR 480
NTDB id 1107 VT05 RS06875 WP 003693549.1 ISCYVSTIAQTDKFLEDTVKILNENKESWSLVYFSDHGLMHVGKGGERTLTHGEWKRQSYGVPLVKISSDDTRREMIKVR 479
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!

logo RSAFNFLRGFGSWTGI ETDELPDDGYDFWGNVPDVPQGEGNNLAF IDGRLQPSDDPAPWYAGKGKSATKNTSKK
NTDB id 112612 A6L48 RS10120 WP 065821562.1 RSAFNFLRGFGSWTGIETDELPDDGYDFWGNVPDVQGEGNNLAFIDGLPDDPAPWYAGKGKSTKNTSKK 549
NTDB id 1107 VT05 RS06875 WP 003693549.1 RSAFNFLRGFGSWTGIETDELPDDGYDFWGNVPDVPGEGNNLAFIDRQSDDPAPWYAGKGKSAKNTSKK 548
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!! *!!!!!!!!!!!!! !!!!!!
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