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NTDB id 1126047 EOE47 RS15710 WP 130894123.1 GRCPECGJ2WIY KFTVRK.SVSIAGGFHQALPGEPL.R X1 P
NTDB id 125 BSU 00870 NP 387968.1 .F

NTDB id 537 SMSK321 RS07120 WP 080550752.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVS .
NTDB id 509 SM12261 RS00130 WP 078228442.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARV S

BNGERMMK TKPMKLAEVTSINVNRTKT 72
BNGERMMK TKPMKLAEVTSINVNRTKT 72
NGERMMK TKPMKLAEVTSINVNRTKT 72

NTDB id 279 KZH43 RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSHES .

NTDB id 238 SPD RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARV S| BNGERMMK TKPMKLAEVTSINVNRTKT 72
NTDB id 204 SPR RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARV S BNGERMNK TKPMKLAEVTSINVNRTKT 72
NTDB id 169 SP RS00155 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARV S NGERMMK TKPMKLAEVTSINVNRTKT 72
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NTDB id 1126047 EOE47 RS15710 WP 130894123.1 HDjSAL\ARHeIcledRp eI RAREC e aNe  CSURMBRART VLK VLYVSGEESAQ O VNARVPRAGGKADGQEGF 158

NTDB id 125 BSU 00870 NP 387968.1 EFNRVLGGGVV.GSLVLIGGDPGIGKSTLLLQVSQLS VLY SGEESQKLRA IANETN. ... ....... 144
NTDB id 537 SMSK321 RS07120 WP 080550752.1 EMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEGTVLYVSGEESAQQIKLRAERLGD I [ 140
NTDB id 509 SM12261 RS00130 WP 078228442.1 EMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEGTVLYVSGEESAQQIKLRAERLGD I | 140
NTDB id 279 KZH43 RS00140 WP 074017595.1 EMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEGTVLYVSGEESAQQIKLRAERL GD I | 140
NTDB id 238 SPD RS00140 WP 074017595.1 EMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEGTVLYVSGEESAQQIKLRAERLGD I | 140
NTDB id 204 SPR RS00140 WP 074017595.1 EMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEGTVLYVSGEESAQQIKLRAERLGD I | 140
NTDB id 169 SP RS00155 WP 074017595.1 EMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEGTVLYVSGEESAQQIKLRAERLGD I | 140
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NTDB id 1126047 EOE47 RS15710 WP 130894123.1 238
NTDB id 125 BSU 00870 NP 387968.1 .. 222
NTDB id 537 SMSK321 RS07120 WP 080550752.1 MADSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIATIFIVGHVTKEG 218
NTDB id 509 SM12261 RS00130 WP 078228442.1 . DSEFYLYAETNMQSVREVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEG 218
NTDB id 279 KZH43 RS00140 WP 074017595.1 MADSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIATIFIVGHVTKEG 218
NTDB id 238 SPD RS00140 WP 074017595.1 MADSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEG 218
NTDB id 204 SPR RS00140 WP 074017595.1 MADSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEG 218
NTDB id 169 SP RS00155 WP 074017595.1 . DSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEG 218
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NTDB id 1126047 EOE47 RS15710 WP 130894123.1 |[NWNe AV |MXN:|T\AAVANQIAED Qs Y MASNNNASEN QNI ASICISHN A | 318
NTDB id 125 BSU 00870 NP 387968.1 AGPRIMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNE GIFEMIMARAGLWEVLNPS l 302

NTDB id 537 SMSK321 RS07120 WP 080550752.1 TLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEEAtE
NTDB id 509 SM12261 RS00130 WP 078228442.1 TLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEIel]

NTDB id 279 KZH43 RS00140 WP 074017595.1 TLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTME 298
NTDB id 238 SPD RS00140 WP 074017595.1 TLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTME 298
NTDB id 204 SPR RS00140 WP 074017595.1 TLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTME 298

NTDB id 169 SP RS00155 WP 074017595.1 TLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEREETE
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SPR RS00140 WP 074017595.1
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