
logo MF
I LDFLFLFLPNRCLEKCNLR I I ESSDEEL ILVCPWAVCFKSHQINQFTYHNDFGLGSEKGNDSFKYEQKRCVKVLKLFPLVENKNAFASLMEKFYEKEKESLSQRDKI IHAELKYHK

NTDB id 1126011 E0E43 RS05495 WP 130913819.1 MILDLLFPNRCLECNRIIESELLVCPVCFSQIQFTYHDFLSENSFKERCKLLFPLENAFALMEFEKESLSRKIIHELKYK 80
NTDB id 1333 RA0C RS05105 WP 004918078.1 MFLDFFLPNRCLKCNLIISSDEIVCWACKSHINFTYNDFGGKGDFYQKVVLKFPVNKAFSLMKYEKKELSQDIIHALKYH 80
consensus ! !! !!!!! !! !! !* *!!* ! !*!*!!!*!! ! ** ! !!* !! !! *!! !! !!! !!!*

logo SMREKRTVGKI
VLAEHWTVSTENYLMDFLKSDHEQGKI

PDI
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V
N
T
I
VPLHPKRKQTKRERGYNQLHLFTEKRTLSQLSQYQRIPFYDSHTYL ILKRNFYYSKSAPQALKNQKRKL

NTDB id 1126011 E0E43 RS05495 WP 130913819.1 SREKTGKILAEWTTEYLDFKDEKPDLMVTVPLHPRKTKERGYNQLHLFTERLSQSYQIPFDHTLIKRNYYSSAQALKNRK 160
NTDB id 1333 RA0C RS05105 WP 004918078.1 SMERVGKVLAHWVSENMDLSHQGIDILTNIPLHPKKQRERGYNQLHLFTKTLSQLQRIPYSHYLLKRNFYSKPQALKQKL 160
consensus ! !* !!*!!*! *! *! * *!** *!!!!*! *!!!!!!!!!!! !!! !!* ! !*!!!*!! *!!!!**

logo

D
RRELEKMNQNI

TFSVDTEKKTI EDGKTHI LL IDDVFYTTGNTLMASKSAVVWE I
LLKGKGNGNNKQI

VSVLVLMAI
MDEV

NTDB id 1126011 E0E43 RS05495 WP 130913819.1 RRLENQNTFSVTKTIEDTHILLIDDVFTTGNTLASVVWEILKKGNNKISVLVMAMDV 217
NTDB id 1333 RA0C RS05105 WP 004918078.1 DREKMQNIFSVDEKIEGKHILLIDDVYTTGNTMSKAVWELLKGNGNQVSVLVLAIDE 217
consensus ! !! !!! !! !!!!!!!!*!!!!!* !!!*!! ! *!!!!*!*!

X non conserved

X similar

X ≥ 50% conserved


