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NTDB id 1125937 PMYSY11 RS18565 WP 150547689.1 .....MISRVRNRGFSMIEVLVTLVLISIGVLGMVAMQAKGITYTQDSVVRNQAALLADELMEILRSDRQTILDVKGVPT 75
NTDB id 1195 PAKAF RS24020 WP 016253895.1 MLLKSRHRSLHQSGFSMIEVLVALLLISIGVLGMIAMQGKTIQYTADSVERNKAAMLGSNLLESMRASPKALYDVKDQMA 80
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NTDB id 1125937 PMYSY11 RS18565 WP 150547689.1 STSDYYKKKGTAFPDAPASCNPLPASAEDRLGCWAAKAAQTLPDAGALLTSDFYVCRTDGSAVCPDKGAAIEIQLAWRVK 155
NTDB id 1195 PAKAF RS24020 WP 016253895.1 TQSDFFKAKGSAFPTAPSSCTPLPDAIKDRLGCWAEQVKNELPGAGDLLMSDYYICRSSKPGDCDGKGSMLEIRLAWRGK 160
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NTDB id 1125937 PMYSY11 RS18565 WP 150547689.1 ENECMDANAQAGDDLTICHYHLRAEL 181
NTDB id 1195 PAKAF RS24020 WP 016253895.1 QGACVNAADS.SADTSLCYYTLRVEP 185
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