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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPV.WQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVL 79
NTDB id 1125928 PMYSY11 RS13405 WP 150549721.1 ....MIALVLGLLSLRLLPVLPPP.WL...LGLLVLLAVGLVFT.....R....INSIGWFVLGLAWACASAQLALDDRL 63
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWL...LALA.PVGLLLLPF.....R....WRPLAFFLFGLVWACLNAQWALDDRL 67
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NTDB id 1426 RS RS05575 WP 011001070.1 APAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQR 159
NTDB id 1125928 PMYSY11 RS13405 WP 150549721.1 APELDGRTLWLQGQVVGLAQQDDGVVRFELAHPVS.RRALLPQKIRLSWYGQ....................HSVVAGEA 122
NTDB id 1199 PSJM300 12650 AFN78592.1 PVDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIHS.RHAGLPSRIRLAWYGG....................PEIRSGER 126
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NTDB id 1426 RS RS05575 WP 011001070.1 WQLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARY 239
NTDB id 1125928 PMYSY11 RS13405 WP 150549721.1 WRLAVRLKRPHGLVNPQVFDYETWLLAQRIGATGSVKDGQRIAPA............SGLGSWRDRLRKRLLATP.ANGR 189
NTDB id 1199 PSJM300 12650 AFN78592.1 WRLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEA............ASSGAWRDRLRQRLLTVE.AHGR 193
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NTDB id 1426 RS RS05575 WP 011001070.1 APVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAV 319
NTDB id 1125928 PMYSY11 RS13405 WP 150549721.1 EAMLAALVVGNGSAIAPADWATLKATGTVHLLVISGTHIGLLAGLLYALVAG.......LARIGWW..PQAIPWLPCACA 260
NTDB id 1199 PSJM300 12650 AFN78592.1 AGAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLL.......LARWGIW..PQRLPWLPWACG 264
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NTDB id 1426 RS RS05575 WP 011001070.1 AAMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAAR 399
NTDB id 1125928 PMYSY11 RS13405 WP 150549721.1 LALCGALVYGFLAGFQVPVQRACAMVGLVLLWRLRFRRIGASYVLLFALIVVLLIEPLASLQAGFWLSFSAVALLMLIFS 340
NTDB id 1199 PSJM300 12650 AFN78592.1 LAFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFR 344
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NTDB id 1426 RS RS05575 WP 011001070.1 IVAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LPE 478
NTDB id 1125928 PMYSY11 RS13405 WP 150549721.1 G.......RLGGWSW.......GQSLVRAQWAIALGLLPMMLALGLPVSLSGPLANLVAVPLVGLVIVPLALAGSLLLPV 406
NTDB id 1199 PSJM300 12650 AFN78592.1 G.......RLGVPSW.......WRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWV 410
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NTDB id 1426 RS RS05575 WP 011001070.1 PWSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAP 558
NTDB id 1125928 PMYSY11 RS13405 WP 150549721.1 PYVGAGLLWLAGGLVEILFRGLTPLAHWLPAWQPGAYGLGVWLLACAGTLLLLLPSGLP...LRLFGWPLMLPLLFTEPQ 483
NTDB id 1199 PSJM300 12650 AFN78592.1 PWLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDS 487
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NTDB id 1426 RS RS05575 WP 011001070.1 APPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVM 638
NTDB id 1125928 PMYSY11 RS13405 WP 150549721.1 KIAEGTAVVTMLDVGQGLAVVVRTRNHALLYDAAPRFGDF.DLGERVVLPSLRALNIEQLDLLLLSHGDNDHIGGASAVI 562
NTDB id 1199 PSJM300 12650 AFN78592.1 RPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQ 566
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NTDB id 1426 RS RS05575 WP 011001070.1 AGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAML 718
NTDB id 1125928 PMYSY11 RS13405 WP 150549721.1 DGMPVEHVISGEAGR.......LPSRWRAQPCRQ.RSWQWDGVTLQSWRWA......DASDANQASCVLIIEAQGERIVL 628
NTDB id 1199 PSJM300 12650 AFN78592.1 RAMPVGAVLSGEPER.......LPAALDARSCRTGQRWTWNQVNFSVWRWP......QATNGNQASCVLMVEAAGERLLL 633
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NTDB id 1426 RS RS05575 WP 011001070.1 AGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLR 798
NTDB id 1125928 PMYSY11 RS13405 WP 150549721.1 TGDIDVAAESALLASG..LELEARWLLSAHHGSRSSSSRAFVQRVAPQAVLISRGKHNAFGHPAADVLARYAQIPARVYD 706
NTDB id 1199 PSJM300 12650 AFN78592.1 TGDIDAQAERALVDGG..MEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHD 711
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NTDB id 1426 RS RS05575 WP 011001070.1 TDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 1125928 PMYSY11 RS13405 WP 150549721.1 TVEQGAVTVQLGQF..TDAKTLRTESRFWREK................. 736
NTDB id 1199 PSJM300 12650 AFN78592.1 TAEHGALSLQLGAF..GGARRMRDEPRFWREK................. 741
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