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NTDB id 1125904 EXC62 RS06755 WP 035375522.1 MLRLLKYLKIEQWIMILASVGLIVLQVWLDLKLPEYMEQVTKQLQTPNPVLKEIWINGGYMLLCALGSLLAAFIVGFMMA 80
NTDB id 369 SMU RS04255 WP 002263293.1 MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGFLAS 80
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NTDB id 1125904 EXC62 RS06755 WP 035375522.1 RIAATFSQTLRISMFKKIDSFTKNDINNFSTASLITRTTNDVSQVQMFITMGMQLLIKAPILAIWAITKITVKGTEWSIA 160
NTDB id 369 SMU RS04255 WP 002263293.1 RTAASFTTRLRSDIFNRVMDYSEAEIKKFSIPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAVWALTKIWGKSDEWTGA 160
consensus ! !!*!* !! *! ** ** *! !! *!!*!!!!!!**!*!* ! !!!!** **!!*!*!!*!!! ! !!* !
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NTDB id 1125904 EXC62 RS06755 WP 035375522.1 TGTVIGLLLILVLVVMFFVVPKFKKVQKMVDQLTVVTRENLQGVRVIRAYNAEEYQEEKFRKANDELTNINLFTSRSMSM 240
NTDB id 369 SMU RS04255 WP 002263293.1 VGVAVLIVFIMLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSL 240
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NTDB id 1125904 EXC62 RS06755 WP 035375522.1 LNPLINMLMSFLSLSIYVIGAYLIDKN..........HGNLLLQTELFGSMIVFIQYAMQVVMAFMMLVMIFIILPRTLV 310
NTDB id 369 SMU RS04255 WP 002263293.1 MNPVMTVVSSGLTLAIYWIGAYLLNDIKIPMTSVTAAKGAIADRISVFSDMVVFSSYAMQVVVGFMMMVAIFIILPRALV 320
consensus *!!** ** ! !*! !! !!!!!* ***********! * *! !*!! !!!!!!**!!!*! !!!!!!! !!
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NTDB id 1125904 EXC62 RS06755 WP 035375522.1 SGKRINEVLLTKPSIKDGAGVSDDNGVKGTVEFKNVSFKYPGAEEYVIKDVSFKVNQGETIAFIGSTGSGKSTLINLIPR 390
NTDB id 369 SMU RS04255 WP 002263293.1 SAKRINEVLALNSSVHFKEYSKADNARKGEVEFHDVSFRYSKNSRAVIEHVSFSAKAGETVAFIGSTGSGKSTLVNLIPR 400
consensus !*!!!!!!! *!** !!* !! !!!* !!!*!* !! *!!! !!!*!!!!!!!!!!!!!*!!!!!
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NTDB id 1125904 EXC62 RS06755 WP 035375522.1 FYDATEGEILIDDVDIKKYRLGELHDKIGYVPQKAVLFKGTIKFNVAYGESSYKDITDDDVWKALEIAQGKDFVEELPEK 470
NTDB id 369 SMU RS04255 WP 002263293.1 FYDATEGWIKIDGIKVQDYSHDDLNNKVGYIPQRAVLFSGTIRSNIAFGQSDQAPLDDAKIWEALELAQAKNFVEEKEKG 480
consensus !!!!!!! ! !! * * ! * *!* !*!!*!!*!!!! !!!* !*!*! ! ** ! *! !!!*!!*! !!!! *
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NTDB id 1125904 EXC62 RS06755 WP 035375522.1 LDAPVAQGGTNLSGGQKQRLAIARAIAREPEILIFDDSFSALDYKTDRKLRTTLRKETKGVTSMIVAQRIGTIMDANKIV 550
NTDB id 369 SMU RS04255 WP 002263293.1 LDTEVAQGGTNFSGGQKQRLAIARALARKPEILIFDDSFSALDYKTDRILRNDLAKKTKEMTKLIVAQRISTIMDADHIL 560
consensus !! *!!!!!!! !!!!!!!!!!!!!*!! !!!!!!!!!!!!!!!!!!! !! ! ! !! *! *!!!!!! !!!!! *!*
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NTDB id 1125904 EXC62 RS06755 WP 035375522.1 VLNEGKVAGIGTHHELLKTSSVYKEIALSQLSEEELA... 587
NTDB id 369 SMU RS04255 WP 002263293.1 VLDQGKVVGQGTHKELLANNDIYQEIAYSQLSKEELENGK 600
consensus !! !!! ! !!!*!!! *! !!! !!!! !!! ***
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