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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 1125804 ALT761 RS01225 WP 129735777.1 MATKGVNKVILVGNLGNDPEVRYMPNGNAVANLSLATSESWKDP.QGQMQERTEWHRLTMYRRLAEIAGEYLKKGSQIYV 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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MKQMLDGSGRAGSNGQSEEGQNSGDGFMGGAGPANYADEQEGSGGMWYQGNRVQAPSAPQANQENQQTGGSYQQQGGNQYNQGAGYSQDQRNQPGYAAGQQNS
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVANE....MKMLGGRNENSGGAPYEEG.YGQSQE...............AYQRPAQQS 136
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVANE....MKMLGGRNENSGGAPYDEG.YGQSQE...............AYQRPAQQS 136
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGDV....LQMLDSRSSGGDFGGNQGSGWNQAPA..QT......NYNQGGYSDNYAQN 146
NTDB id 1125804 ALT761 RS01225 WP 129735777.1 EGKLQTRKWQDQSGQDRYTTEIIVDQ....MQMLGGRGGEGGG.GNAGGGYQRPQNNQQGGYQQQGGQNQGGYQQQGGQN 154
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGM.PAQGG.MNVPAQ..QGS................... 137
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FDDDIPF
NTDB id 1103 NMB RS07590 WP 002212976.1 ..RQPASDAP.SHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 ..RQPAPDAP.SHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NN.FNGGNATRPQP......AQKPAAQAEPPMDNFDDDIPF 180
NTDB id 1125804 ALT761 RS01225 WP 129735777.1 QGGQNQGGYQQQAPNQGGGQSQPKQPPMAEPDFDFDDDIPF 195
NTDB id 1166 A1552VC RS00795 WP 000168289.1 .WGQPQQPAKQHQPMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
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