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NTDB id 1125567 EQB50 RS11650 WP 002323519.1 LAGAGEIFDASSDTFAVLNNADLVFPTIEGENGEIVQLSHGVYGQLLESTDRRVREAAFKGLYSVYEQFRNTFASTLGTH 240
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NTDB id 1125567 EQB50 RS11650 WP 002323519.1 IKGHNFKAKVRNYSSAREASLSNNHIPESVYDTLVDVVNKHLPLLHRYMELRKRLLEVEKLHMYDLYTSVLGEAPITFTY 320
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NTDB id 1125567 EQB50 RS11650 WP 002323519.1 EEAKEKALEALKPMGEEYMAIVEKAFSERWIDVVENKGKRSGAYSSGSYDTNPYILLNWHDTLDQLFTLVHEMGHSVHSY 400
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NTDB id 1125567 EQB50 RS11650 WP 002323519.1 FTRSNQPYVYGDYSIFLAEIASTTNENILTEYLLETEKDPRVRAYVLNHYLDGFKGTVFRQTQFAEFEHFMHTEDEKGVP 480
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NTDB id 1125567 EQB50 RS11650 WP 002323519.1 SDYPVEVMKKAGVDMTQAAYIEDAMSMFEQRLNELEELIDRL.... 602
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