
logo MNKTLKRQVFRHTALYAAI LMFSHTGGGGAMQAEQTHRKNYAI IVMNEQRNQLPENVKGQENGQSYSTI
L
K
R
D
EKDREKRKFDI FYNAKDNRGGGGSVF

NTDB id 112504 A6M06 RS10075 WP 079870587.1 MNKTLKRQVFRHTALYAAILMFSHTGGGGAQAETRNYAIVMNEQNQPNVKQEGSYSTLREKDRKRKFDFNANRGGGGSVF 80
NTDB id 1090 CAA90909.1 1..3114( ) MNKTLKRQVFRHTALYAAILMFSHTGGGGAMAQTHKYAIIMNERNQLEVKGNGQYSTIKDKDRERKFIYNKDRGGGGSVF 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!! ! !* !!!*!!! !!* !! ! !!!***!!! !!! *! !!!!!!!!

logo FDNTDTLVSQQRGTAVFGTATYLPPYGKVSGFDAEDKGRLQTEKRGNNALVDNWIHNTTHQAPGLAIGYASYATDGVI
VCRDSSNTQSCPKQLVYEKTKRFS

NTDB id 112504 A6M06 RS10075 WP 079870587.1 FDNTDTLVSQQRGTAVFGTATYLPPYGKVSGFDEKRLTERGNALNWINTTHPGLIGYSYAGVVCRDSTSCPKLVYKTRFS 160
NTDB id 1090 CAA90909.1 1..3114( ) FDNTDTLVSQQRGTAVFGTATYLPPYGKVSGFDADGLQKRNNAVDWIHTTQAGLAGYAYTDVICRS.NQCPQLVYETKFS 159
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! ! ! !!* !!*!!**!! !! ! !*!! * !! !!! !*!!

logo FDGNI
TGLAKNAGSLDRHPDPSRENSP IYKLKDHPWLGVSFNLGSENTVKDNGKNSFNKL I SSFSEDGNNNQTIVSTTERGHSPS I SL

NTDB id 112504 A6M06 RS10075 WP 079870587.1 FDNTGLAKNAGSLDRHPDPSRENSPIYKLKDHPWLGVSFNLGSENTVKNGNSFNKLISSFSEDNNNQTIVSTTEGSPISL 240
NTDB id 1090 CAA90909.1 1..3114( ) FDGIGLAKNAGSLDRHPDPSRENSPIYKLKDHPWLGVSFNLGSENTVKDGKSFNKLISSFSEGNNNQTIVSTTRGHSISL 239
consensus !! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! ! !!!!!!!!!!! !!!!!!!!!! !**!!!

logo

G
SDQWKQREHTAMVAVYYLNAKLHLLDKKGQI EQDNIATQDGKTVDQLGTLRPRVEATTGVRRGESLWLNFWATWKI EDKGNITVRLDGLPEVKAG

NTDB id 112504 A6M06 RS10075 WP 079870587.1 GDQQREHTAVVYYLNAKLHLLDKKQIQNIT.DKTVQLGTLRPRVETTGR..SWLNFWATWKIEDKGNITVRLDLPEVKAG 317
NTDB id 1090 CAA90909.1 1..3114( ) SDWKREHTAMAYYLNAKLHLLDKKGIEDIAQGKTVDLGTLRPRVEATVRRGELLNFWATWKIEDKGNITVRLGLPEVKAG 319
consensus ! !!!!!* !!!!!!!!!!!!! ! ! * !!! !!!!!!!!! ! !** !!!!!!!!!!!!!!!!!!! !!!!!!!

logo RCVNAKANNPNKPNSATKAPSPALTAPALWFGPVKQDNGKAEMYSASVSTYPDSSSSR I FYLQNLKRKNTDPSGNKRPGRHSLETLTENDIK
NTDB id 112504 A6M06 RS10075 WP 079870587.1 RCVNANNPNKSTKAPSPALTAPALWFGPVQNGKAEMYSASVSTYPDSSSSRIFLQNLKRKNDSNRPGRHSLETLTENDIK 397
NTDB id 1090 CAA90909.1 1..3114( ) RCVNKANPNPNAKAPSPALTAPALWFGPVKDGKAEMYSASVSTYPDSSSSRIYLQNLKRKTDPGKPGRHSLETLTENDIK 399
consensus !!!! !!!* !!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!*!!!!!!! !* *!!!!!!!!!!!!!!!

logo SREQPNFTGRQTI IRLDNGSGVQREQIKLDQGRNNNTEVAVNFNGRNDGKNNDTFGIVKSDELYGLVETPDATNSEWKKVLLPWTVRAGFANDDGNKRFKNATFV
NTDB id 112504 A6M06 RS10075 WP 079870587.1 SRQPNFTGRQTIIRLDSGVQQIKLQG..NEVANFNRNDGKNDTFGIVSEYGLTPDANEWKKVLLPWTVRAFNDDGRFNTV 475
NTDB id 1090 CAA90909.1 1..3114( ) SREPNFTGRQTIIRLNGGVREIKLDRNNTEVVNFNGNDGNNDTFGIVKDLGVEPDTSEWKKVLLPWTVRGFADDNKFKAF 479
consensus !! !!!!!!!!!!!! !! !!! ** !! !!! !!! !!!!!!! * !* !! !!!!!!!!!!!!*! !! *!

logo NKEENNDNGNKPKYSQKRYR I
SRDENGNNGNKNGEKRDNLGDIVNSP IVAVGEYLATSANDGMVHI FKQSGGDKRSYNLKLSYIPGTM

NTDB id 112504 A6M06 RS10075 WP 079870587.1 NKEEN.NGKPKYSQRYRIRENGNNGNNGKRDLGDIVNSPIVAVGEYLATSANDGMVHIFKQSGGDKRSYNLKLSYIPGTM 554
NTDB id 1090 CAA90909.1 1..3114( ) NKEENNDNKPKYSQKYRSRDN....NKGERNLGDIVNSPIVAVGEYLATSANDGMVHIFKQSGGDKRSYNLKLSYIPGTM 555
consensus !!!!!* !!!!!!*!! !*!****! ! ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo PRKDIQNTESTLAKDELVRATFAEKGSYVGDRYGVDGGFVLRKQVDENLNSGKQKNHRVFMFGAMGFGGRGAYALDLTKADEGNGSDNPTAVSL
NTDB id 112504 A6M06 RS10075 WP 079870587.1 PRKDIQNTESTLAKELRAFAEKSYVGDRYGVDGGFVLRQVE.LSGKKHVFMFGAMGFGGRGAYALDLTKAENGNPTAVSL 633
NTDB id 1090 CAA90909.1 1..3114( ) PRKDIQNTESTLAKDVRTFAEKGYVGDRYGVDGGFVLRKVDNLNGQNRVFMFGAMGFGGRGAYALDLTKADGSDPTAVSL 635
consensus !!!!!!!!!!!!!!**! !!!! !!!!!!!!!!!!!!! !**! ! *!!!!!!!!!!!!!!!!!!!!!!* !!!!!!

logo FDVKDHDNNGKNNGSNNRSVEQLGYTVGTPQIGKTHDNGKYAAFLASGYATKETI IDTSGTDNKTALYVYDLEGSNSGTNNTL IKKIDEVPGG
NTDB id 112504 A6M06 RS10075 WP 079870587.1 FDVKHDNNGKNSNNSVQLGYTVGTPQIGKTHNGKYAAFLASGYATKTI.DSTDNKTALYVYDLESSG..TLIKKIDVPGG 710
NTDB id 1090 CAA90909.1 1..3114( ) FDVKD..NGNNGNNRVELGYTVGTPQIGKTHDGKYAAFLASGYATKEIITSGDNKTALYVYDLEGNGTNNLIKKIEVPGG 713
consensus !!!!***!! ! !! ! !!!!!!!!!!!!!! !!!!!!!!!!!!!! !* ! !!!!!!!!!!!! !** !!!!!*!!!!

logo KGGLSSPTLVDKDLDGI
TVDIAYAGDRGGNMYRFDLSGSNQDNPNQQSWSTVRPTI FEGTKP ITSAPAI SQLKDKRVVI FGTGSDLSE

NTDB id 112504 A6M06 RS10075 WP 079870587.1 KGGLSSPTLVDKDLDGIVDIAYAGDRGGNMYRFDLSGNNPNSWTVRPIFEGTKPITSAPAISQLKDKRVVIFGTGSDLSE 790
NTDB id 1090 CAA90909.1 1..3114( ) KGGLSSPTLVDKDLDGTVDIAYAGDRGGNMYRFDLSSQDPQQWSVRTIFEGTKPITSAPAISQLKDKRVVIFGTGSDLSE 793
consensus !!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!! * !* !*!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo

D
EDVDNKMDEEIQHYI

VYGI FDDNDTADTGTGTATVNFQDSDGQSGGKGLLEQVLRSERDNDENKTLFLTDYKRSDNGSGNSKGWMVVKLKQDPGRQRVTVKPTV
NTDB id 112504 A6M06 RS10075 WP 079870587.1 DDVDNKDIQHVYGIFDNDTDTGTA..QDGQGKGLLEQVLSE..ENKTLFLTDYKRSNGSGSKGWMVKLQPRQRVTVKPTV 866
NTDB id 1090 CAA90909.1 1..3114( ) EDVDNMEEQYIYGIFDDDTATTGTVNFSDSGGGLLEQVLRRDNDNKTLFLTDYKRSDGSGNKGWVVKLKDGQRVTVKPTV 873
consensus *!!!! * !**!!!!! !! ! ** ! !!!!!!! ***!!!!!!!!!!!! !!! !!!*!!! * !!!!!!!!!

logo VLRTAFVTIHRKYETDGTDNGKCGAETAI LG INTADGGKLTKKSARP IVPAEANQTAVAQYSGHKKQGTTKNGKS IP IGCMQKGSNE IVCP
NTDB id 112504 A6M06 RS10075 WP 079870587.1 VLRTAFVTIRKYED.NGCGAETAILGINTADGGKLTKKSARPIVPAANQAVAQYSGHKQTTKGKSIPIGCMQKGNEIVCP 945
NTDB id 1090 CAA90909.1 1..3114( ) VLRTAFVTIHKYTGTDKCGAETAILGINTADGGKLTKKSARPIVPEANTAVAQYSGHKKGTNGKSIPIGCMQKSNEIVCP 953
consensus !!!!!!!!!*!! * !!!!!!!!!!!!!!!!!!!!!!!!!!!! !! !!!!!!!!! ! !!!!!!!!!!! !!!!!!

logo NGYVYDKPVNVRYLDEKKTDGFSTTADGDAGGSGIDPAGKRSGKNNRCFSQKGVRTLLMNDLDSLDITGPTCGMKRI SWR
NTDB id 112504 A6M06 RS10075 WP 079870587.1 NGYVYDKPVNVRYLDEKKTDGFSTTADGDAGGSGIDPAGKRSGKNNRCFSQKGVRTLLMNDLDSLDITGPTCGMKRISWR 1025
NTDB id 1090 CAA90909.1 1..3114( ) NGYVYDKPVNVRYLDEKKTDGFSTTADGDAGGSGIDPAGKRSGKNNRCFSQKGVRTLLMNDLDSLDITGPTCGMKRISWR 1033
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

<0

logo EVFYO
NTDB id 112504 A6M06 RS10075 WP 079870587.1 EVFY. 1029
NTDB id 1090 CAA90909.1 1..3114( ) EVFY* 1037
consensus !!!!



X non conserved

X similar

X ≥ 50% conserved


