
logo MLAQE I
LS IKTNFAI I EPELRTLVSFEHERGLMTAVLTGETGAGKS I I IDA I

L
G
SLLAVGGRGSSDEFYI

VRQYGAEAEKACEVLEGLFELLEPKSGQEHGPFVLSEGLVCM
NTDB id 1124269 EL345 RS08965 WP 002326038.1 MLQEISITNFAIIPELRLSFHEGMTALTGETGAGKSIIIDALGLLAGGRGSSDYIRQGAEKCVLEGLFELPKQEGFSELM 80
NTDB id 352 BSU 24240 NP 390304.2 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLESGHPVLGVC 80
consensus !! !*!! !!!!!*!! *!!* !*! !!!!!!!!!!!!!!!* !! !!!!!!***! ! !* !!!!! !* ** **

logo

A
VELQGIDETVDSDEDEMNI

L
I
V
M
VRRDI

MSLTSTGKNSVCRVNGHKI
L
I
VTI

LANSLRER IGRSLYLLVDIHQGQHNDEHNQELLLMEQDPENSHLAQLLDKRFAGDGAVAEFVEQQSAKKLK
NTDB id 1124269 EL345 RS08965 WP 002326038.1 VELGIETDEDNLIVRRDMSLTGKNVCRVNGHIITLANLRRIGSYLVDIQGQNEHQELLQPESHLALLDRFGDVAFQQKKK 160
NTDB id 352 BSU 24240 NP 390304.2 AEQGIDVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESALK 160
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NTDB id 1124269 EL345 RS08965 WP 002326038.1 SYQQEYISYRELEKRVRKVQQNEKSYVQRIDMLHFQQEEIASADLQVGEEEKLKEEREKLSNYQKIADGLAAGYGALTNN 240
NTDB id 352 BSU 24240 NP 390304.2 TYQEGYQRYVKLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRS. 239
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NTDB id 1124269 EL345 RS08965 WP 002326038.1 EQNSVDGVGLAVSELQGIAHLDVEYEAIYENIQSAYYLLQDAIGDMSRQIDLLELDESRLEEVTQRLELIRQLKRKYGES 320
NTDB id 352 BSU 24240 NP 390304.2 EQGGLDWVGMASAQLEDISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYGAT 319
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WAKEKLAEDKES IHLHRELKSLYMEKNSTETFDETVERFKL
NTDB id 1124269 EL345 RS08965 WP 002326038.1 IESILAYYDEITEELASSDFSEGQLDKMKEELEQKELLLQQQAADLHEARKKIAKELEKSILHELKSLYMENTEFEVRFL 400
NTDB id 352 BSU 24240 NP 390304.2 VEDILEYASKIEEEIDQIENRDSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEFK 399
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NTDB id 1124269 EL345 RS08965 WP 002326038.1 K.............EENRQLNHDGFDQIEFYITTNPGEPLKPLVKVASGGELSRMLLALKTIFSSEQGVTSIIFDEVDTG 467
NTDB id 352 BSU 24240 NP 390304.2 VRTASRNEEAPLVNGQPVQLTEQGIDLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTG 479
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NTDB id 1124269 EL345 RS08965 WP 002326038.1 VSGRVAQAIADKISQISKYSQVLCITHLPQVAAVADYQYYIVKAVIDGRTQTSVSELKTKEREEEIARMLAGSEITKLTL 547
NTDB id 352 BSU 24240 NP 390304.2 VSGRVAQAIAEKIHKVSIGSQVLCITHLPQVAAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDLTK 559
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NTDB id 1124269 EL345 RS08965 WP 002326038.1 EHAKELLKLAKRT.... 560
NTDB id 352 BSU 24240 NP 390304.2 RHAKELLKQADQVKTTG 576
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