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NIYVIRKGDMVIRPKAYFDEDYDQDQTRNGTSE I IRFDQKTRKI EQSNPFKVQRKI I ERSCKFYGNNTYI

L
S
GKKAETNR ITGI SSKPP

NTDB id 1124169 EL299 RS03460 WP 001829272.1 MTHLPETIYVIRKGDMVIRPKYDEYQQTNGTEIIRFDQTRKESPFKVQRIIERSCKFYGNNYISKKAETNRITGISSKPP 80
NTDB id 39 MW RS04875 WP 000287265.1 ..MYSQNIYVIRKGDMVIRPAFDDDDQRNGSEIIRFDKTRIQNPFKVQKIIERSCKFYGNTYLGKKAETNRITGISSKPP 78
NTDB id 23 SA RS04995 WP 000287265.1 ..MYSQNIYVIRKGDMVIRPAFDDDDQRNGSEIIRFDKTRIQNPFKVQKIIERSCKFYGNTYLGKKAETNRITGISSKPP 78
consensus *****!!!!!!!!!!!!!**!***!*!!*!!!!!!*!!***!!!!!*!!!!!!!!!!!*!**!!!!!!!!!!!!!!!!

logo I LLTPLFPTYFFPTHSDRQENENIW I
LNMHYI ENSVIKELKNRKSCKI

V
I
TFAINGNDESLITI LNHVSFYHSLWHQYTNNAS I IFYYYMVDKQSRM

NTDB id 1124169 EL299 RS03460 WP 001829272.1 ILLTPLFPTYFFPTHSDRQEENIWINMHYIENVKELKNRKSKIIFANGDSLTLNVSFHSLWHQYTNAIIYYYMVDKQSRM 160
NTDB id 39 MW RS04875 WP 000287265.1 ILLTPLFPTYFFPTHSDRQNENIWLNMHYIESIKELKNRKCKVTFINNESIILHVSYHSLWHQYNNSIFYYYMVDKQSRM 158
NTDB id 23 SA RS04995 WP 000287265.1 ILLTPLFPTYFFPTHSDRQNENIWLNMHYIESIKELKNRKCKVTFINNESIILHVSYHSLWHQYNNSIFYYYMVDKQSRM 158
consensus !!!!!!!!!!!!!!!!!!!*!!!!*!!!!!!**!!!!!!!*!**!*!**!**!*!!*!!!!!!!*!*!*!!!!!!!!!!!
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K
I SNKNPEDQP IDYNQKSASTLNI

VFEALSTRYSLFEEDNK
NTDB id 1124169 EL299 RS03460 WP 001829272.1 KSNNPEQPIDYNQSSLNIFEALSRYSLFEEN 191
NTDB id 39 MW RS04875 WP 000287265.1 ISKNPDQPIDYNKATLNVFEALTRYSLFEDK 189
NTDB id 23 SA RS04995 WP 000287265.1 ISKNPDQPIDYNKATLNVFEALTRYSLFEDK 189
consensus *!*!!*!!!!!!***!!*!!!!*!!!!!!**
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X ≥ 50% conserved


