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LYATIKREHKFKDNAEQF I FLYGSFTVSTAELFKERFLPNSKI I IVENKKLQSRYKTQAI LKSLRKPEQLGFKFIDNLASFAS

NTDB id 1124152 EL283 RS07040 WP 126419277.1 MKIFINLPTWLGDAVMASAAIYAIREKFKNAEFIFYGSFTSTELFKRLPNSKIIVENKKQRYTQILKLRPQLGFFNLAFS 80
NTDB id 1241 Cj1148 YP 002344539.1 MKIFIHLPTWLGDTVMASPALYTIKEHFKDAQFILYGSFVSTALFKEFPNSKIIIENKLSRYKQALSLRKELGKIDLSFA 80
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NTDB id 1124152 EL283 RS07040 WP 126419277.1 FRSAFSSKIILNLIKTQKRFYFDKNILKEKHQVLKYLNFIENALEFKASSQKLQLP........IQAKKNKKILGINPGA 152
NTDB id 1241 Cj1148 YP 002344539.1 FRSAFSSKIILHILKTKQRYFFDKNKYKEEHQVLKYLYFIENSLSIKAHFKDLKLPFKLKFQNPLILRNGKKILGLNPGA 160
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NTDB id 1124152 EL283 RS07040 WP 126419277.1 HFGSAKRWKSEYFYEVAKEFATTHSIIIFGVK.SEELICQNIENLFVKNGIKVKNLCGKTSIFTLCKNISMLDILITNDS 231
NTDB id 1241 Cj1148 YP 002344539.1 SFGSAKRWDASYFAKVALNFSQSHDILIFGAGKAEQELCNEIYQILKEQNIKVKNLCNKTTIKTLCQNIAFCDLFITNDS 240
consensus *!!!!!!! !! !! ! *! !*!!! * ! *!* ! ** * !!!!!!! !!*! !!! !! *!* !!!!!

logo GPMHI
L
G
SAVYGKTVKTLVAI FGPTKFKTQTSPWQNQENAKI

LVHLDNLAPCMPCMKQKTVCPLKHHAKCMEKDLKPDEKMVI ESLQAVKKNL ILGKDNSHL
NTDB id 1124152 EL283 RS07040 WP 126419277.1 GPMHIGAVYGTKTLAIFGPTKFKQTSPWQQ.NAKIVHLNLPCMPCMKKVCPLKHHACMEDLKPDMVISLVKKLIGD... 306
NTDB id 1241 Cj1148 YP 002344539.1 GPMHLSAVYKVKTVAIFGPTKFTQTSPWQNENAKLVHLDLACMPCMQKTCPLKHHKCMKDLKPEKVIEQAKNLLKNSHL 319
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