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NTDB id 1124137 EL309 RS10600 WP 004285264.1 QVPFDMELSSSGAIERFLTPAQDFWRTRVATDPVLANLAFENKATPRSVLEELIPFIGRPYLKPATAENRLADIQEAVKT 235
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NTDB id 1124137 EL309 RS10600 WP 004285264.1 VWQTVRSRLPELEETFWKIHPGLNGSSYRQKSFTEQFAEWKKSAERNTLPGHSK....YFEKFDQGALTKGLKKGVIADE 311
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NTDB id 1124137 EL309 RS10600 WP 004285264.1 QAFAELAVLAELGEHILVLEEAEEEAFIRLKLDLLDYLKQNLAEQKKSRKERSFDDLLTDVHHALTATPYGEKLAQTISE 391
NTDB id 1132 OK783 RS01905 WP 010951035.1 AVFAELQKLADFGRDLNALEEAEETTMIRLQLDLIEYLNSSLAEMKKSRRERGFDDLLLDVHTALTDNPHAETPARAVAE 399
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NTDB id 1124137 EL309 RS10600 WP 004285264.1 NWRVALIDEFQDTDPLQYEIFSTAFIRQGTPLFLVGDPKQAIYKFRGADIYAYLKAARDAEHHYTLATNHRSHQELVGNI 471
NTDB id 1132 OK783 RS01905 WP 010951035.1 NWEIALIDEFQDTDPLQYEIFQKIFIARNRPLFLVGDPKQAIYSFRGADIYAYLQAAEDARHRYTLATNYRSHAALIGSI 479
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NTDB id 1132 OK783 RS01905 WP 010951035.1 GALFRLKERPFVLENIGYSEVGAARAESRLSPKRPAVQLRWLHEND.NEKANKDVLRRRAADYCADEIARALNEASGGRL 558
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NTDB id 1124137 EL309 RS10600 WP 004285264.1 RLGDRALEAGDIAVLVRKGEQGRLIARELKKRNIQSVIQSRESVFAAEETLAIAALIRFWLEPQKTEFLRFVLGSVLFQY 631
NTDB id 1132 OK783 RS01905 WP 010951035.1 NFKDRPLQSGDIAVLVRTHNEAVMISAALKKRQVQSVLLSRESVFASPEAAALSALIGFWLEPRRAGTLRFVLTSGIFGY 638
consensus !!*! !!!!!!!! * * *! !!!!**!!!* !!!!!!! *! !* !!! !!!!! * !!!!! ! *! !

logo

D
TADQQLHYDEFLNQNEQSEL ILLSEHWATDEASAARETALDE IWQKQRYGFI FYAAI

MQQYFSQTRTHYGR I ESTRLLASGRKNNEGRSLTNFYFNQLVLELLAAEEDAEEQNSHRNSP
NTDB id 1124137 EL309 RS10600 WP 004285264.1 TADQLYELNQNEQLLSEWTDAAAEALEIWQQRGFYAAIQYFSTRYRIESRLLAGKNERSLTNFNQVLELLAEEDEESHSP 711
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NTDB id 1124137 EL309 RS10600 WP 004285264.1 FSLLQWLQNEINAAEKGNQDKEKTLRLESDEELVKIVTIHASKGLQYPLVYCPFAWEAQKNQPEGWQILQRSDQTAELCY 791
NTDB id 1132 OK783 RS01905 WP 010951035.1 AALHKWLRDQISLAGNN.GGDNRAIRLESDEDLVKIVTMHASKGLQYPLVYCPFAWDAQDTGPSDWQILHQGANRAELLA 797
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NTDB id 1124137 EL309 RS10600 WP 004285264.1 ASQLSEDDKQQLNEENLGEDLRLLYVVLTRAEEQVTVYAAYCNDTPNNSLAYLLNGNAETRPDEVEAAYSALEKSNRPSL 871
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NTDB id 1124137 EL309 RS10600 WP 004285264.1 LKQDWQRFLGIPEPESGCEWLDSVPTPSGYTPDLNRQTAYHATALPKRSFEFIKHTSFTALSSRTSAVEEENREELQPAI 951
NTDB id 1132 OK783 RS01905 WP 010951035.1 LKRNWRRVADNAPAGTDFTFTEDAPPPAAYRGNADQAAEFAANSIPERGFRFVRHTSFTALSRHTQTP.DGGEEDACPSL 954
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NTDB id 1124137 EL309 RS10600 WP 004285264.1 DPAETALTVRPSEISAAYEVSPDSIHHFPRGTKAGVCLHEMLEHLDFSKPAAMQSEQTAACLQKYGFDASWLPSVETMLE 1031
NTDB id 1132 OK783 RS01905 WP 010951035.1 DAAETSVPAMPSETPTA..SDGISIHDFPKGTQAGLCLHEILEDFKFGQAAAEQETLIADKLKKYGFEEIWLPAVAEMAE 1032
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NTDB id 1124137 EL309 RS10600 WP 004285264.1 QTRLSKLFDNYALADIPPKKRLPEMAFTLYMEQFDLAQLRRWFERS..TLPGACLAAAQHLDFQTVRGFLNGFIDMVCQY 1109
NTDB id 1132 OK783 RS01905 WP 010951035.1 ACRKTPLTGAYGLSDIPPGCRRPEMGFTLHTEDFGLKRLRDWLARDDIRLPEVCRAAAETLDFHTVNGFLNGFIDMVCQD 1112
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