logo

NTDB id 1124130 EL309 RS09315 WP 004283556.

NTDB id 1128 NGFG RS01490 WP 020997305.1
consensus

logo

NTDB id 1124130 EL309 RS09315 WP 004283556.

NTDB id 1128 NGFG RS01490 WP 020997305.1
consensus

logo

NTDB id 1124130 EL309 RS09315 WP 004283556.

NTDB id 1128 NGFG RS01490 WP 020997305.1
consensus

logo

NTDB id 1124130 EL309 RS09315 WP 004283556.

NTDB id 1128 NGFG RS01490 WP 020997305.1
consensus

logo

NTDB id 1124130 EL309 RS09315 WP 004283556.

NTDB id 1128 NGFG RS01490 WP 020997305.1
consensus

logo

NTDB id 1124130 EL309 RS09315 WP 004283556.

NTDB id 1128 NGFG RS01490 WP 020997305.1
consensus

logo

NTDB id 1124130 EL309 RS09315 WP 004283556.

NTDB id 1128 NGFG RS01490 WP 020997305.1
consensus

1

1

1

DS o T AR L v TR

[ [
il RIEscy
ALN\FF 1QARAASGA
MR AL POW \UGVIN SFAL HWPFLAF-LA FemAl. LC IWNGAAYGV RTEAALSQW
] | | | ] ]

Pk Dlklsk DL kDDLU Ix0DD % kk LLL Ll k L Ixllsk  LLLLUDsbDL00LD 11 * %

O o S

VD PMil  RRVIFWAN[AIDI GRN WL LSDY[E#R WigVGSRW[N IJARV PVGE NiFNGIINREAWALING WG
V@D P FRAMANDE GRI ML LSDY)83R W VGSRW WARVEIP VGE N JJGHMNREAWALRNjG Ma
* DT T T %00 ok TxlIT ! Tk 1

Al ot ) AL Bl R GRS

K] SRIGW[NQAIRYVISSAISDG LMRAL[E GEQ ALB G WQAFRPLGLNHLVSISGL
3 SRIYWIHQ AP [GRSDGIy LMRALY GEQ ALJ#NIG WQAFRPLGLINHLVSISGL
1o

k0L L LL % sk LLL kb LLEL bbbl bkl bEEEEEEE LEEEELELL

TN

T

TV
TV
*1 11

)
L

TRTLIL Tkl DEID ok ULkl Dk lk |

1 f
e et
B

NI *

T Vs LML B 5 R

g TR L

HV[EMVA I3 j¥s] (K| PRIMW  BJAG ‘A FYAMLAGFSVPTQRSVLMLAAWMAWAWR®GS|Y SYYWiEEWW
HVYSMVA |8 RLP ARSIA|TNEE ANE CEN FYAMLAGFSVPTQRSVLMLAAIJAWAWIH G SEIWINMNWWQ
1 ] ] b1l

EEEIE T

AL L LF LR s MmO e 1

|
AAVLLUNPIAVLGIGIIWLSFGLVAAL Wi BGRLIMGRAMINY RGQWASVLS V LGISIFAS PL SPLVNAIWATPW
AAVLLIPIMAVLGUYGIWLSFGLVAAL WENGAGRLYNQY QAW RGQWARNSVLS V LGMREFAS PL SPLVNAWUSIIPW|
] 1

PO T L tsl % 111 *LLLLL D0l hsklkl b DU lskb bbb ED 1L

PP LA skt TLREL L B L AWy L B Tl

FSWVLTPLALLGS P |y Ljs##g AINV EYTLRFL WLA pMIPE AVARMYPIIPL LAV A [ LLLP ) LRPWARL
FSWVLTPLALLGS P [L [ Al EYTLRFL WLA \fSPE AVAIN\PHPL LAvV@A W LLLP M LRPWAL
! !

o U RGN

LMGF VU gV AU VVWDAGQGLSVLINNTA )51 LLEFDTGTENESIAINGNT PE\LNAWGVRSLDE\LVLSHHDIADHDGG
L GFVNIYR|Y IRV PWVWDAGQGLSVL\MITA  BILLFDTGT)Y F\A[NNET PRLNAMGVRIJLDIALVLSHHDEDHDGG
*

A I DLl

78
79

158
159

238
238

318
317

398
397

478
477

558
557



ol e et dgs e Vel el AR T L

NTDB id 1124130 EL309 RS09315 WP 004283556.1 [HE/NENAMEP K RENEEE R SENERED K G AQERDIE HigaNIE5 I VK ARINE QSN AN QN ARG K A@ 638
NTDB id 1128 NGFG RS01490 WP 020997305.1 FMAV [ ] AcqriarviEc AREICINANwNwDGV FE LRPSERMDD NS CVLRVVAGGHAMLVTGDLIYNSG 636
DTk skkok kRl L0L L1 1T ! NN FINCIEEEE POL TPt ot I

consensus D rkek okkx kXx 111D 1D DD kDo b DD iixpIxpIIyy o rboootiriiibioarooboorrriid

Ll LI 0 U EASS e el AT AL

NTDB id 1124130 EL309 RS09315 WP 004283556.1 [IAIEQMEECRHENIAINEECEE D EEEGERTN A B TNTSE G TN E:T; v K [NjR DEN QMG VIR NE D) QEINIREGER 718
NTDB id 1128 NGFG RS01490 WP 020997305.1 SLVIGUYGGINL S VLVLGHHGSITSSSGVFLNAVEPEYAVASSGYANAY HPy#aA VIRIRVIJAHMIELLRTDIRYGALNFEL AT
consensus PT0 UET Tk D0 TETET DO TE Pt LOPE Pkt b th 0 T Tt it 11

e e R P

NTDB id 1124130 EL309 RS09315 WP 004283556.1 [(ACEENFEGPIBIQREPFAIIIISIINING] 746
NTDB id 1128 NGFG RS01490 WP 020997305.1 [ER{elelV . KBQ MK YWQKKPF |- 739
]

consensus o % x11 Pk DL T sokokokok

X non conserved
B similar
>50% conserved



