
logo MKNPTGKNLFTQKAI LI SAGI
L
G
F
L
V
M
A
F
T
T
AAMFHQSTAMSAGNITDINKVSSLPNNKQKI IVKI

V
T
SFDKDEPI IVNPSTGFVTSTSPAR IALDFAEGQTDGIKSLMADNQPQVL

NTDB id 1124108 EL309 RS02300 WP 036494673.1 MKPGNFQALSAIGLMFTAMHSAMAGNITDINVSSLPNNQKIIKITFDKDPINPSGFVTSTPARIALDFAGTDIKLANPVL 80
NTDB id 1115 OK783 RS00485 WP 003698035.1 MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGFVTSSPARIALDFEQTGISMDQQVL 80
NTDB id 1100 NMB RS09455 WP 002225652.1 MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGFVTSSPARIALDFEQTGISMDQQVL 80
NTDB id 1092 CAD91899.1 1..2286( ) MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGFVTSSPARIALDFEQTGISMDQQVL 80
consensus !********!*******!***!*!!!!!!!*!!!!!!*!!!*!**!!!***!!*!!!!!*!!!!!!!!**!*!*****!!

logo EYADPLLNSQKITSSAAQNNSNSRARLLVLGNLNKAPGQYNTE I
V
K
RGNEKVWVIYF IKNEASPDSDSTTVQSSAKPAARP I

A
Q
V
T
K
N
AAYP I

A
N
A
E
P
Q
A
N
KQQAAAPSTKSAV

NTDB id 1124108 EL309 RS02300 WP 036494673.1 EYADPLLNQITSAQNNNRARLLLGLNKAGQYNTEIKGNEVWVYIKEAPSSTQSKAAPIQTNAYINEQN............ 148
NTDB id 1115 OK783 RS00485 WP 003698035.1 EYADPLLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQA......... 151
NTDB id 1100 NMB RS09455 WP 002225652.1 EYADPLLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQAAAPSTKSAV 160
NTDB id 1092 CAD91899.1 1..2286( ) EYADPLLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQAAAPSTKSAV 160
consensus !!!!!!!**!**!!!**!!!!*!*!!!*!!!!!!**!!*!!**!*!********!*!****!******************

logo

SVSEPFTPAKQQAAAPFTESVVSVSAPFSPAKQQAAASAKQQATAAPAKQQAAHAKPARKKQPQSAEAQAI
S
P
I
A
A
K
T
Q
A
TNIDFRKGDAGQKNSAGIVI

NTDB id 1124108 EL309 RS02300 WP 036494673.1 ....................................................HKARKPSEQIIATANIDFRKGAQNSGIV 176
NTDB id 1115 OK783 RS00485 WP 003698035.1 .............AAPFTESVVSVSAPFSPAKQQA........................AASAKQTNIDFRKDGKNAGII 194
NTDB id 1100 NMB RS09455 WP 002225652.1 SVSEPFTPAKQQAAAPFTESVVSVSAPFSPAKQQAAASAKQQAAAPAKQQAAAPAKQQAAAPAKQTNIDFRKDGKNAGII 240
NTDB id 1092 CAD91899.1 1..2286( ) SVSEPFTPAKQQAAAPFTESVVSVSAPFSPAKQQAAASAKQQTA........APAKQQAAAPAKQTNIDFRKDGKNAGII 232
consensus ****************************************** * **************!!!!!!***!*!!*

logo EFLNAAPLAGFSAGQPDIKSQQQHDRHLI IVTLKNYHPTI
L
T
P
A
T
A
Q
T
S
LQRS ILDVRADFNKTPVHQNKVTMLKRLGNNNDTQLVI IKTNTQTAGSNWAEFLKVTNQKNSAANPGRYF

NTDB id 1124108 EL309 RS02300 WP 036494673.1 EFNAPAFSGQPDIKQQQDRLIVTLKNYPITAQSQRSIDVRDFNTPVHNVTMKRLGNNTQLVIKNQGSWAFKTQN.ANGRF 255
NTDB id 1115 OK783 RS00485 WP 003698035.1 ELAALGFAGQPDISQQHDHIIVTLKNHTLPTALQRSLDVADFKTPVQKVTLKRLNNDTQLIITTTGNWELVNKSAAPGYF 274
NTDB id 1100 NMB RS09455 WP 002225652.1 ELAALGFAGQPDISQQHDHIIVTLKNHTLPTTLQRSLDVADFKTPVQKVTLKRLNNDTQLIITTAGNWELVNKSAAPGYF 320
NTDB id 1092 CAD91899.1 1..2286( ) ELAALGFAGQPDISQQHDHIIVTLKNHTLPTTLQRSLDVADFKTPVQKVTLKRLNNDTQLIITTAGNWELVNKSAAPGYF 312
consensus !**!**!*!!!!!*!!*!**!!!!!!*******!!!*!!*!!*!!!**!!*!!!*!*!!!*!***!*!*******!*!*!

logo

Q
TFEQI

V
T
L
Q
PKSKNQLNSLTEQSGVGPVGNNVANPKATFNTGRKI SLDFQNDVEVIRTI LQI LAKESGTMNIVASDSVSNGKMTLTSLKDVPWDQALDLVMQ

NTDB id 1124108 EL309 RS02300 WP 036494673.1 QFEITQKSNLSTQGVPGNVNKAFNGRKISLDFQNVEVRTILQILAKESGTNIVASDSVNGKMTLTLKDVPWDQALDLVMQ 335
NTDB id 1115 OK783 RS00485 WP 003698035.1 TFQVLPKKQNLESGGVNNAPKTFTGRKISLDFQDVEIRTILQILAKESGMNIVASDSVSGKMTLSLKDVPWDQALDLVMQ 354
NTDB id 1100 NMB RS09455 WP 002225652.1 TFQVLPKKQNLESGGVNNAPKTFTGRKISLDFQDVEIRTILQILAKESGMNIVASDSVNGKMTLSLKDVPWDQALDLVMQ 400
NTDB id 1092 CAD91899.1 1..2286( ) TFQVLPKKQNLESGGVNNAPKTFTGRKISLDFQDVEIRTILQILAKESGMNIVASDSVNGKMTLSLKDVPWDQALDLVMQ 392
consensus *!****!******!***!**!*!*!!!!!!!!!*!!*!!!!!!!!!!!!*!!!!!!!!*!!!!!*!!!!!!!!!!!!!!!

logo ARNLDMRKQQGNI IVNIAPREDELLAKDKSALTFLQAQEKEDI EAEDLGPALFYSQTNFQLKYKNVEEFRKS I LARLDENKASDSTSTQNNGNSRNTL ILVSSGR
NTDB id 1124108 EL309 RS02300 WP 036494673.1 ARNLDMRKQGNIINIAPREELLAKDKSTLQAQKEIEELGPLFSQTFQLKYKNVEEFRKILRLDEKSSSQNNNSNTLLSSR 415
NTDB id 1115 OK783 RS00485 WP 003698035.1 ARNLDMRQQGNIVNIAPRDELLAKDKAFLQAEKDIADLGALYSQNFQLKYKNVEEFRSILRLDNADTT..GNRNTLVSGR 432
NTDB id 1100 NMB RS09455 WP 002225652.1 ARNLDMRQQGNIVNIAPRDELLAKDKALLQAEKDIADLGALYSQNFQLKYKNVEEFRSILRLDNADTT..GNRNTLISGR 478
NTDB id 1092 CAD91899.1 1..2286( ) ARNLDMRQQGNIVNIAPRDELLAKDKAFLQAEKDIADLGALYSQNFQLKYKNVEEFRSILALDNADTT..GNRNTLVSGR 470
consensus !!!!!!!*!!!!*!!!!!*!!!!!!!**!!!*!*!**!!*!*!!*!!!!!!!!!!!!*!!*!!***** *!*!!!*!*!



logo GSAVL IDPSATNTL I LVTDNTSRNSVIREKFQRKL IDELDVPTARQQVMVI EAR IVEAKADGFSRSDLGAVKFGYATAGNRKTKSKRLKNEDTSANFSGWGSVNW
NTDB id 1124108 EL309 RS02300 WP 036494673.1 GSALIDPSTNTLILTDNSNVIRKFQKLIDELDVPTRQVMVEARIVEAKDGFSRSLGAKFGYTANTSR......NSWGSNW 489
NTDB id 1115 OK783 RS00485 WP 003698035.1 GSVLIDPATNTLIVTDTRSVIEKFRKLIDELDVPAQQVMIEARIVEAADGFSRDLGVKFGATGRKKLKNETSAFGWGVN. 511
NTDB id 1100 NMB RS09455 WP 002225652.1 GSVLIDPATNTLIVTDTRSVIEKFRKLIDELDVPAQQVMIEARIVEAADGFSRDLGVKFGATGKKKLKNDTSAFGWGVN. 557
NTDB id 1092 CAD91899.1 1..2286( ) GSVLIDPATNTLIVTDTRSVIEKFRKLIDELDVPAQQVMIEARIVEAADGFSRDLGVKFGATGKKKLKNDTSAFGWGVN. 549
consensus !!*!!!!*!!!!!*!!***!!*!!*!!!!!!!!!**!!!*!!!!!!!*!!!!!*!!*!!!*!*************!!*!

logo

SNAVNNQGTHVTNQYNRARDQING
S
T
G
L
F
T
G
N
G
G
P
D
E
D
P
K
F
W
E
S
G
M
A
N
Q
E
P
T
N
K
V
INLPAVIATAATASNS IASLVRSAIASSGALGNLELSAMSQEESQLNSRKGPTKI

T
I
L
S
ANPR
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